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THE PHOSPHOPROTEOME AND PROTEIN 
PHOSPHORYLATAION 
Chair:  Roland Annan 
Room:  Ballroom C3 
ThOFpm 03:00 Stable Isotope-Free Relative and Absolute 
Quantitation of Protein Phosphorylation 
Stoichiometry by Mass Spectrometry; Hanno Steen1; 
Judith A  Jebanathirajah2; Michael Springer2; Marc W 
Kirschner2; 1Children's Hospital Boston/Harvard 
Medical School, Boston, MA; 2Harvard Medical 
School, Boston, MA 
ThOFpm 03:20 Quantitative Analysis of in vivo Protein 
Phosphorylation by Hypothesis Driven Multi-Stage 
Mass Spectrometry (HMS-MS); Mi Jin1; Helen 
Bateup1; Paul Greengard1; Angus C. Nairn2; Brian T. 
Chait1; 1Rockefeller University, New York, NY; 2Yale 
University, New Haven, CT 
ThOFpm 03:40 Qualitative and Quantitative Analysis of Protein 
Phosphorylation on a Quadrupole-Linear Ion Trap 
Mass Spectrometer; Dean E McNulty; Francesca 
Zappacosta; Michael J Huddleston; Therese A Sterner; 
Roland S Annan; GlaxoSmithKline Pharmaceuticals, 
King of Prussia , PA 
ThOFpm 04:00 Enhanced Confidence in Phosphoproteomic 
Analysis of Human Jurkat T Cells; W. Andy Tao1; 
Bernd Bodenmiller2; Patrick G. Pedioli3; Jimmy K. 
Eng3; Leory Hood3; Ruedi Aebersold2; 1Purdue 
University, West Lafayette, IN; 2Federal Institute of 
Technology, Zurich, Switzerland; 3Institute for Systems 
Biology, Seattle, WA 
ThOFpm 04:20 Quantitative Site-Directed Phosphoproteomics of 
EGF Signaling Cascades; Jesper V Olsen; Boris 
Macek; Blagoy Blagoev; Matthias Mann; University of 
Southern Denmark, Odense, Denmark 
ThOFpm 04:40 Efficient, Large-Scale, Phosphoproteome Analysis 
with Electron Transfer Dissociation Mass 
Spectrometry; An Chi1; Joshua J. Coon1; John E. P. 
Syka1; Dina Bai1; Lewis Y. Geer2; Jeffrey 
Shabanowitz1; Donald F. Hunt1; 1University of Virginia, 






Special 001 IUPAC Standard Definitions of Terms Relating to Mass 
Spectrometry; Kermit K. Murray1; Robert K. Boyd2; 
Marcos N. Eberlin2; Liang Li2; Yasuhide Naito2; Jean 
Claude Tabet2; 1Louisiana State University, Baton Rouge, 
LA; 2IUPAC, See below for, affiliation 
Special 002 Evolutions in the Design of Electric Sectors for Mass 
Analysis; Michael A. Grayson; Washington University, St 
Louis, MO 
UNDERGRADUATE POSTERS 
MP 004 Identification of Cell Surface Antigens that are 
Characteristic of Metastatic Melanoma; Krystal T 
Krulla; Julio Ruiz; Oystein Fodstad; Lalita A Shevde; 
Rajeev S Samant; Lewis K Pannell; Cancer Research 
Institute, Univ. of South Alabama, Mobile, AL 
MP 005 A Quantitative Proteomic Approach by Isotope-Coded 
Protein Tagging (ICPT) and Mass Spectrometry; 
Sebastian Wiese; Kai A. Reidegeld; Helmut E. Meyer; 
Bettina Warscheid; Medical Proteom-Center, Bochum, 
Germany 
MP 006 An N-terminal Peptide Sequence Identification 
Technique using Phenylisocyanate Labeling; George Y. 
Soung; Emine C. Koc; Hasan Koc; Pennsylvania State 
University, University Park, PA 
MP 007 Methods for Quantitative Comparison of Protein 
Abundance in Organelle Enriched Fractions from Rat 
Brain; Chet L. Linson; Randy J. Arnold; Petra Hrncirova; 
Milos V. Novotny; Indiana University, Bloomington, IN 
MP 008 Experimental and Computational Investigation of 
Metal ion-Thymine Complexes; Rema  Amawi; Junqian 
Zhang; Michael Kullman; Mike Van Stipdonk; Wichita 
State University, Wichita, KS 
MP 009 Analysis of Volatile Organic Compounds in Water via 
an Electrospray Membrane Probe; Emily L. Utgoff; 
Mark E. Bier; Carnegie Mellon University, Pittsburgh, PA 
MP 010 Studies on the Non-Covalent Interactions of Saposin B 
(Cerebroside Sulfate Activator) Dimers and Lipids 
using nano-ESI-MS; Arman Yaghoubian1; Julian P. 
Whitelegge1; Andrew J. Norris1; Arvan L. Fluharty1; Claire 
B.  Fluharty1; Pamela Matto2; Luigi anza2; Fiamma 
Ronchetti2; Jean-Rene Alattia3; Gilbert. G. Prive3; Kym F. 
Faull1; 1Univeristy of California Los Angeles, Los Angeles, 
CA; 2University of Piemonte Orientale, Novara, Italy; 
3University of Toronto, Toronto, Canada 
MP 011 Quantitation of Nitrogenous Disinfection By-Products 
using Solid Phase Micro-extraction (SPME) with Gas 
Chromatography/Mass Spectrometry (GC/MS); Keith 
T. Sharpton; Lindsay L. McLaughlin; Christine N. Dalton; 
Carson-Newman College, Jefferson City, TN 
MP 012 Intrinsic Hydration of Lanthanide Complexes with 2,4-
Pentanedione and Acetone; Jennifer Morrison; Mike Van 
Stipdonk; Wichita State University, Wichita, KS 
MP 013 CID of Protonated and Metal Cationized Chiral 
Peptides; Jerod Grove; Travis Cooper; Mike Van 
Stipdonk; Wichita State University, Wichita, KS 
MP 014 Technology Developments for Characterizing the 
Complex Protein Datasets of Microbial Communities; 
Christine Shook1; Nathan VerBerkmoes2; Melissa 
Thompson2; Abijeet Borole3; Manesh Shah3; Frank 
Larimer3; Brian Davision3; Robert Hettich3; 1University of 
Tennessee, Knoxville, TN; 2ORNL-UTK GST Graduate 
School, Oak Ridge, TN; 3Oak Ridge National Lab, Oak 
Ridge, TN 
MP 015 Infrared Photodissociation Spectroscopy of Large 
Biomolecules; Harold Y Hwang1; Cheng Lin1; Hanbin 
Oh2; Fred McLafferty1; 1Cornell University, Ithaca, NY; 
2Sogang University, Seoul, South Korea 
MP 016 Automated Method to Identify Posttranslational 
Modifications in Tubulin; Julio Ruiz1; Ronald D 
Balczon2; Lewis K Pannell1; 1Cancer Research Institute, 
Univ. of South Alabama, Mobile, AL; 2Cell Biology and 
Neuroscience, Univ. South Alabama, Mobile, AL 
MP 017 Direct Nanoparticle Laser Desorption / Ionization Mass 
Spectrometry; Olesya  Chornoguz1; Guanghong Luo1; T. 
Gregory Schaaff2; Akos Vertes1; 1The George Washington 
University, Washington DC; 2Oak Ridge National 
Laboratory, Oak Ridge, TN 
GC/MS ANALYSIS 
MP 018 A New Type of GC-MS with Advanced Capabilities; 
Alexander B.  Fialkov 1; Aviv Amirav1; Urs Steiner2; Larry 
Jones2; 1Tel Aviv University, Tel Aviv, Israel; 2Varian Inc., 
Santa Clara, CA 
MP 019 Trace Analysis of Volatile Organic Compounds in 
Human Whole Blood using Solid Phase Micro 
Extraction/Headspace Sampling - GC/MS; David O. 
McElprang2; Benjamin Blount1; David Chambers1; 
Michael Waterhouse1; 1The Centers for Disease Control 
and Prevention, Atlanta, GA; 2Battelle Memorial Institute, 
Atlanta, GA 
24S 53rd ASMS Conference on Mass Spectrometry 
MP 020 Gas Chromatograph/Mass Spectrometric Method for 
the Determination of Carvedilol and its Metabolites; 
Seung-Woon Myung; Cheon-Ho Jo; Hyun-Woo Cho; 
Kyonggi University, Kyonggi-do, Republic of Korea 
MP 021 Using Tandem Mass Spectrometry to Resolve and 
Investigate Interferences in Gas Chromatography 
Single Quadrupole Mass Spectrometry (GC-MS); Jason 
C Sawyer1; Gordon J Nelson1; Peter Hancock2; Alan L 
Rockwood1; B Derric Maxfield1; Steve  Griffin2; 1ARUP 
Institute for Clinical and Experimental Patho, Salt Lake 
City, UT; 2Waters Corporation, Manchester, UK 
MP 022 Improved Confidence Level in Sample Identification 
with the Supersonic GC-MS; Alexander Gordin; Aviv  
Amirav; Alexander B. Fialkov; Tel Aviv University, Tel 
Aviv, Israel 
MP 023 Simultaneous Determination of Analyte Concentrations 
and Proton Affinities in GC/FT-ICR Mass 
Spectrometry; Jan E. Szulejko; Zhaohui Luo; Touradj 
Solouki; University of Maine, Orono, ME 
MP 024 Determination of Amphenicol Bacteriostats in Meats by 
Supercritical Fluid Extraction – GC-MS; Wen-Lin Liu; 
Maw-Rong Lee; National Chung Hsing University, 
Taichung, Taiwan, R.O.C. 
MP 025 Quantification of Endosulfan, its Metabolites, and 
Methoxychlor Metabolites in Human Urine using 
Isotope Dilution Gas Chromatography-High Resolution 
Mass Spectrometry; Jose J. Perez1; Lisa M. Caltabiano1; 
Paula Restrepo1; Amanda M. Bishop2; Ralph D. 
Whitehead1; Larry L. Needham1; Dana B. Barr1; 1Centers 
for Disease Control and Prevention, Atlanta, GA; 
2Battelle, Atlanta, GA 
MP 026 Evaluation of a Novel Ion Detection System on a 
Magnetic Sector Mass Spectrometer; Rhys Jones; David  
Douce; Robert Bateman; Waters Corporation, Manchester, 
UK 
MP 027 Determination of Polycyclic Aromatic Compounds in 
Olive Oil by Comprehensive Two-dimensional Gas 
Chromatograpyh with LMCS/FID and 4-jet-
Modulator/TOF-MS; Oliver J. Schmitz1; Rahil Taheri1; 
Siegmar Gäb1; David Melchior2; Hans-W. Kling2; 
1University of Wuppertal, Wuppertal, Germany; 2Cognis 
Deutschland, Duesseldorf, Germany 
MP 028 GC/MS Analysis of the Enzymatic Hydrolysis of 
Racemic Esters in Drug Discovery; Christopher J. 
Petucci12; Li Di12; Edward H. Kerns12; Oliver J. 
McConnell12; 1Wyeth Research, Collegeville, PA; 2Wyeth 
Research, Princeton, NJ 
MP 029 Co-planar PCBs Concentration of Fish and Shellfish in 
Korea using HRGC/HRMS with ASE and Multi-layer 
Chromatography; Hee-Yun Kim; You-Sub Sho; So-
Young Chung; Seongsoo Park; Jung-Hyuk Suh; Eun-Ju 
Lee; Yoon-Dong Lee; Chul-Won Lee; Korea Food and 
Drug Administration, Seoul, Korea 
MP 030 Mass Spectrometric Determination of Carbonyl 
Compounds in Mainstream Tobacco Smoke; Ngee-Sing 
Chong; Omobola Oladipupo; Middle Tennessee State 
University, Murfreesboro, TN 
MASS SPECTROMETRY FOR FORENSIC APPLICATIONS 
MP 031 MS Forensics: Ink Analysis to Determine Left or Right 
Handiness of Authors of Handwritten Notes or Letters; 
Ronny C Robbins; US Army ECBC, Gunpowder, MD 
MP 032 Comprehensive Urine Drug Screening by LC-ESI-
oaTOF based on Retention Time, Accurate Mass 
Determination and Isotopic Pattern Information; 
Matthias Pelzing1; Suvi Laks2; Anna Pelander2; Erkki 
Vuori2; Ilkka Ojanperä2; 1Bruker Daltonik GmbH, Bremen, 
Germany; 2University of Helsinki, Dept. of Forensic Me, 
Helsinki, Finland 
MP 033 Qualitative and Quantitative Transverse Profile of 
Thallium in a Single Scalp Hair by Laser Ablation-ICP-
MS for Forensic Toxicology Investigation; Chao-Kai 
Yang 1; Mo-Hsiung Yang2; 1National Tsing Hua 
University, Hsinchu, Taiwain; 2Yuanpei Institute of Science 
and Technology, Hsinchu, Taiwain; 3Forensic Science 
Center, Taipei, Taiwain 
MP 034 Mass Spectrometric Investigation of the Aging of 
Ballpoint Inks; Dieter Kirsch1; Celine  Weyermann1; Fritz  
Koehler2; Bernhard Spengler1; 1Justus Liebig University, 
Giessen, Germany; 2Federal Criminal Police Office 
(BKA), Wiesbaden, Germany 
MP 035 Positive Ion Chemical Ionization and Gas 
Chromatography/Quadrupole Mass Spectrometry for 
Confirmation and Quantitation of Benzoylecgonine in 
Oral Fluid; Trisa  Robarge1; Lance Presley2; William 
Seiter2; James Edwards1; Eric Phillips1; Meredith 
Conoley1; 1Thermo Electron Corporation, Austin, TX; 
2LabOne Incorporated, Lenexa, KS 
MP 036 Ethyl Phosphate: Another Marker for Ethanol 
Consumption besides Ethyl Glucuronide and Ethyl 
Sulfate– Detected by LC-MS/MS in Urine; Claudia 
Halter1; Sebastian Dresen1; Friedrich M Wurst2; Joern 
Lauer1; Wolfgang Weinmann1; 1Forensic Medicine, 
University Hospital, Freiburg, Germany; 2Psychiatric 
University Hospital, Basel, Switzerland 
MP 037 A Screening Method for Determination of 13 Steroids 
in Traditional Chinese Medicines by Liquid 
Chromatography/Tandem Mass Spectrometry; 
Xianfeng  Chen1; Vince Gao1; Vanessa Lo2; 1Applied 
Biosystems Hong Kong Ltd, Hong Kong, China; 2Princess 
magarette Hospital, Hong Kong, China 
MP 038 Automated LC/MS Platform for High-Throughput 
Forensic Toxicological Screening; Christopher   Loran12; 
James Edwards12; Ruidan Chen12; 1Thermo Electron 
Corporation, San Jose, CA; 2Thermo Electron 
Corporation, Austin, TX 
MP 039 RDX Impurities and Degradation Products Profile as a 
Route to Sourcing Information; Alexei Gapeev; 
University of Maryland Baltimore County, Baltimore, MD 
MP 040 Desorption Electrospray Ionization Orthogonal TOF 
MS and LC-TOF MS Studies of Counterfeit and Low-
Quality Antimalarial Drugs; Krystyn Alter Hall1; 
Michael Green2; Paul  Newton3; Facundo Fernandez1; 
1Georgia Institute of Technology, Atlanta, GA; 2Center for 
Disease Control and Prevention, Atlanta, GA; 3Wellcome 
Trust/Mahosot Hospital, Vientianne, Laos 
MP 041 Forensic Applications of Proteomics Mass 
Spectrometry in Determining Post-mortem Interval; 
Sy-Chyi Jeng2; Wenhsiu Chen1; Jenyih Lee3; Tom  Lee4; 
Jentaie Shiea1; 1National Sun Yat-Sen Univ., Kaohsiung, 
Taiwan; 2Kaohsiung City Government Police Bureau, 
Kaohsiung, Taiwan; 3Center of Disease Control, 
Kaohsiung, Taiwan; 4E-Da Hospital, Kaohsiung, Taiwan 
MP 042 Comparison of 3 Different Ionization Modes in Routine 
Use of a Methodology for Dosing Cannabinoids in 
Clinical Samples by LC-MSMS; Annie Cailleux1; 
Bertrand Diquet1; Bénédicte Duretz2; Joaquim Soares-
Granja2; 1University Hospital of Angers, Angers, France; 
2Applied Biosystems, Courtaboeuf, France 
MP 043 Improvements in Toxicology Screening Utilizing 
LC/MS/MS; H. Horton McCurdy1; George W. Herrin, Jr. 
1; William H. Wall1; Gary Impey2; Tania A. Sasaki3; 
1Georgia Bureau of Investigation, Decatur, GA; 2Applied 
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Biosystems/MDS Sciex, Concord, ON, Canada; 3Applied 
Biosystems, Foster City, CA 
PORTABLE INSTRUMENTS 
MP 044 Field-Portable MALDI Time-of-flight Mass 
Spectrometer for Rapid, On-site Analysis of Hazardous 
Samples; Timothy J. Cornish; Scott Ecelberger; Andrew 
Feldman; Plamen Demirev; Miquel Antoine; Jeffrey Lin; 
Paul Schuster; Timothy Lippa; Johns Hopkins Univ. App. 
Phys. Lab., Laurel, MD 
MP 045 Detection of Toxic Industrial Compounds in Air using a 
Miniature Cylindrical Ion Trap Mass Spectrometer; 
Christopher C. Mulligan; Brian C. Laughlin; R. Graham 
Cooks; Purude University, West Lafayette, IN 
MP 046 A Miniature Rectilinear Ion Trap Mass Spectrometer 
with fixed RF for Targeted Compound Monitoring; 
Chao Zhang; Huanwen Chen; Guangxiang Wu; Andrew J.  
Guymon; Zheng Ouyang; R. Graham  Cooks; Purdue 
University, West Lafayette, IN 
MP 047 Characterization of a Mini Membrane Inlet Mass 
Spectrometer Operating at High Pressure using 
Different Types of Membranes; Christian S. Pedersen; 
Christian Janfelt; Frants R. Lauritsen; Chemistry, 
Copenhagen University, Denmark 
MP 048 A Small Mass Spectrometer System for Monitoring 
Hazardous Emissions; Elian Conejo1; Richard Arkin2; J. 
Andres Diaz1; Tim Griffin3; Guy Naylor2; David Floyd2; 
Charles Curley2; Bill Haskell2; Ric Adams3; Duke 
Follistein3; Mike Blalock2; Bill Helms3; 1University of 
Costa Rica, San Jose, Costa Rica; 2ASRC Aerospace, 
Kennedy Space Center, FL; 3NASA, Kennedy Space 
Center, FL 
MP 049 Evaluation of a Miniature Double Focusing Mass 
Spectrograph; Masaru Nishiguchi1; Michisato Toyoda1; 
Morio Ishihara1; Makiko Ohtake2; Takamitsu Sugihara3; 
Itsuo Katakuse1; 1Osaka University, Toyonaka, Osaka, 
Japan; 2Japan Aerospace Exploration Agency, Tsukuba, 
Ibaraki, Japan; 3Hokkaido University, Sapporo, Hokkaido, 
Japan 
ENVIRONMENTAL ANALYSIS 
MP 050 Carbon-normalized Double Bond Equivalents as a 
Structural Determinant for Black Carbon in Natural 
Organic Matter Examined by FT-ICR Mass 
Spectrometry; William C. Hockaday1; Jeremiah M. 
Purcell2; Alan G. Marshall2; Patrick G. Hatcher1; 1Ohio 
State University, Columbus, OH; 2National High Magnetic 
Field Laboratory, Tallahassee, FL 
MP 051 Fullerenes in Extracts from Sudbury, Gardnos, and 
Ries Impact Craters and the Effects of Aggregation on 
Fullerene Detection; Jamie E. Elsila2; Nathalie P. de 
Leon2; Fiona L. Plows1; Peter R. Buseck3; Richard N. 
Zare2; 1Ciphergen Biosystems, Inc., Fremont, CA; 
2Stanford University, Stanford, CA; 3Arizona State 
University, Tempe, AZ 
MP 052 Application of a New Instrument for Laser Ionization 
of Gas-phase Compounds and Solid Ambient Aerosol 
Samples with VUV-single Photon Ionization; Thomas 
Ferge1; Fabian Muehlberger2; Ralf Zimmermann2; 
1Universität Augsburg, Augsburg, Germany; 2GSF 
Research Center, Neuherberg, Germany 
MP 053 Analytical Methods for the Characterization of Toxic 
Exposure to Jet Fuel; Shonetta D. Gregg; Jeffrey W. 
Fisher; Michael G. Bartlett; University of Georgia, Athens, 
GA 
MP 054 What the Muck? Identification of Unknown Proteins 
from Deep Ocean Muds; Brook L. Nunn; Richard G. 
Keil; Scott Shaffer; Manhong Wu; David R. Goodlett; 
University of Washington, Seattle, WA 
MP 055 Elemental Composition Elucidation for Identifying 
Unknown Environmental Chemicals by LC / hybrid Q 
– TOF MS; Shigeru Suzuki; Tetsuko Ishii; Akio Yasuhara; 
Shin-ichi Sakai; National Institute for Environmental 
Studies, Tsukuba-city, Japan 
MP 056 Enhanced Degradation of Polychlorobiphenyls by 
Surface-active Agents; Nathalie Agar1; Justin 
Powlowski1; Catherine Mulligan1; Robert Masse2; Bernard 
F. Gibbs2; 1Concordia University, Montreal, Canada; 
2MDS Pharma Services, Montreal, Canada; 3McGill 
University, Montreal, Canada 
MP 057 Recent Advances in Membrane Introduction Tandem 
Mass Spectrometry (MIMS-MS/MS) for Real-Time 
Environmental Monitoring; A. Skye Creba1; Robyn M. 
Ferguson1; Alexander J. Thompson1; Russell L. Dills2; 
Chris D. Simpson2; Erik T. Krogh1; Chris G. Gill1; 
1Malaspina, Nanaimo, BC, Canada; 2University of 
Washington, Seattle, WA 
MP 058 The Effect of Tobacco Type on the Production of Nitro 
Polycyclic Aromatic Hydrocarbons Formed During 
Combustion; A. John Dane; Crystal D. Havey; Christy 
Abbas-Hawks; Kent J. Voorhees; Colorado School of 
Mines, Golden, CO 
MP 059 Mercury and Seafood a Six Year Market Basket Study 
1999-2005; Marc E Engel; FL Dept of Agric and 
Consumer Services, Tallahassee, FL 
MP 060 Complexation of Alachlor with Transition Metal Ions 
and Dissociation Pathway of the Complex Ions Studied 
by ESI Tandem Mass spectrometry; Yong-Ill Lee1; 
Seungkeon Park1; Shengyun Cui2; 1Changwon National 
University, Changwon, Korea; 2Yanbian University, Yangi, 
China 
MP 061 Molecular Characterization of Dissolved Organic 
Matter in a North Brazilian Mangrove-Fringed Estuary 
by FT-ICR Mass Spectrometry and Synchronous 
Fluorescence Spectroscopy; Lori Beth Tremblay1; 
Thorsten Dittmar1; Alan G. Marshall2; William J. Cooper3; 
William T. Cooper1; 1The Florida State University, 
Tallahassee, FL; 2National High Magnetic Field 
Laboratory, Tallahassee, FL; 3University of North 
Carolina at Wilmington, Wilmington, NC 
MP 062 A New Look at an Old Problem:  Detailed 
Compositional Analysis of Two Environmental Crude 
Oils by ESI FT-ICR MS; Christine A. Hughey; Samantha 
A. Galasso; Chapman University, Orange, CA 
MP 063 Determination of Semi-Volatile Fluoroalkyl Substances 
in Municipal Wastewater Treatment Plant Biosolids; 
Carin A Huset; Douglas F Barofsky; Jennifer A Field; 
Oregon State University, Corvallis, OR 
MP 064 Investigation of Relative Response Factors for Different 
Perfluorooctanoic Acid (C8) Isomers by LC/MS/MS; 
Michael P. Mawn1; Charles R. Powley1; Robert C. Buck2; 
1DuPont Haskell Laboratory, Newark, DE; 2DuPont 
Chemical Solutions Enterprise, Wilmington, DE 
MP 065 Chemical Characterization of Cu(II)-Binding Ligands 
from Estuarine Waters; Kwasi Antwi; Richard W. 
Vachet; University of Massachusetts, Amherst, MA 
MP 066 Analysis of Biomarkers of Acrylamide Exposure by 
Liquid Chromatography-Tanden Mass Spectrometry; 
Maria P Ospina; Hubert Vesper; Antoinette Smith; Gibson 
Gray; Tunde Meyers; Leigha Ingham; Gary Myers; 
Centers for Disease Control and Prevention, Atlanta, GA 
MP 067 The Analysis of Polycyclic Aromatic Hydrocarbons 
(PAH) by Atmospheric Pressure Photo-ionization 
LC/MS/MS; Byron Kieser; Gary Impey; Applied 
Biosystems / MDS SCIEX, Concord, ON, Canada 
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MP 068 Effect of Turbo and Nebulizer Gas Purity and 
Composition on ESI Sensitivity of Small Molecules of 
Environmental Interest; Mehran Alaee1; Pat Kriwoy2; 
Chris Spencer1; Brian Scott1; Daisuke Ueno3; Gordia 
MacInnis1; Chris Marvin1; Mark Hewitt1; Suzanne 
Batchelor1; Ed Sverko1; 1National Water Research 
Institute, Burlington, Canada; 2Parker Hannifin Corp, 
Haverhill, MA; 3Ehime University, Matsuyama, Japan 
TOXICOLOGY 
MP 069 NNAL Excretion in a Multiple Measures of Variability 
Study of Smokers; Gary D. Byrd; David L. Heavner; 
Walter T. Morgan; John H. Robinson; Mitchell F. Stiles; 
Michael W. Ogden; R. J. Reynolds Tobacco, Winston 
Salem, NC 
MP 070 Identification of Potential Biomarkers in Anti-Thy-1 
induced Glomerulonephritis; Muriel Bellot1; Roger 
Burnett1; Ying Ge2; Mike Aguiar2; Robert Masse2; Bernard 
F Gibbs2; 1MDS Pharma Services, Les Oncins, France; 
2MDS Pharma Services, Montreal, Canada; 3McGill 
Univerity, Montreal, Canada 
MP 071 Metabolomics Analysis of Rat Urine Before and After 
Administration of Vinpocetin; Emmanuel Varesio1; 
Roland F. Staack1; Gérard  Hopfgartner1; Hans H. Maurer2; 
Ron F. Bonner3; Lyle L. Burton3; 1University of Geneva, 
Geneva, Switzerland; 2University of Saarland, 
Saarbrücken, Germany; 3MDS Sciex, Concord, ON, 
Canada 
MP 072 Development and Validation of a GC-MS Method for 
the Biomonitoring of VX Exposure in Rat Plasma; 
Jeffrey M McGuire1; Edward M Jakubowski1; Ronald A 
Evans2; Bernard J Benton1; Robert J Mioduszewski1; 
Sandra A Thomson1; 1US Army ECBC, Aberdeen Proving 
Ground, MD; 2Geo-Centers, Inc., Aberdeen Proving 
Ground, MD 
MP 073 Quantification of B[a]PDE-DNA Adducts by 
LC/MS/MS; Qian Ruan; Hyeyoung Kim; Trevor M. 
Penning; Ian A. Blair; University of Pennsylvania, 
Philadelphia, PA 
MP 074 LC/MS/MS Determination of Gabapentin in Post 
Mortem Blood with Minimal Sample Preparation; Alex 
Evans; Terry Danielson; Ashraf Mozayani; Luis Sanchez; 
Office of the Medical Examiner, Harris County, Houston, 
TX 
MP 075 Probing Skin Sensitisation Mechanisms using in vitro 
Proteomics Techniques; Maja Divkovic1; David A. 
Basketter2; Maria Panico1; Camilla K. Pease2; Howard R. 
Morris1; Anne Dell1; 1Imperial College, London, UK; 
2Unilever Research Colworth, Sharnbrook, UK 
MP 076 LC-MS-MS Screening Procedure for Undeclared 
Synthetic Adulterants in Herbal Remedies; Maciej J. 
Bogusz; Zuhour Ibrahim; Huda Hassan; Mohammed Al 
Tufail; King Faisal Specialist Hospital and Research 
Centr, Riyadh, Saudi Arabia 
MP 077 Trapping and High Throughput Screening for Iminium 
Ion Reactive Intermediates with Potassium Cyanide 
using Constant Neutral Loss-Liquid Chromatography-
Mass Spectrometry; Dayana Argoti; Paul Vouros; Barnett 
Institute, Boston, MA 
MP 078 A Liquid Chromatography-Tandem Mass 
Spectrometry Method for the Determination of Specific 
Metabolites of Conventional Pesticides in Human 
Matrices; Roberto Bravo1; Jessica Norrgran1; Paula 
Restrepo1; Amanda M. Bishop2; Ralph D. Whitehead1; 
Larry L. Needham1; Dana B. Barr1; 1CDC, Atlanta, GA; 
2Battelle, Atlanta, GA 
MP 079 Use of iTRAQ–technology for Prevalidation of Protein 
Biomarkers Identified by 2-dimensional Gel 
Electrophoresis and MALDI-MS; Kerstin Fella1; 
Dietmar Waidelich2; Dietrich Merkel2; Volker Kruft2; 
Michael Karas1; Michaela Kroeger3; Matthias 
Glueckmann2; 1Johann-Wolfgang Goethe University, 
Frankfurt, Germany; 2Applied Biosystems, Darmstadt, 
Germany; 3Merck KGaA, Institute of Toxicology, 
Darmstadt, Germany 
MP 080 Stable Isotope Labeling – HPLC-MS/MS Study of 
Sequence Preferences for Nucleobase Mofification  by 
Chemical Carcinogens; Brock Matter1; Mathur Rajesh1; 
Gang Wang2; Roger  Jones2; Natalia Tretyakova1; 
1University of Minnesota, Minneapolis, MN; 2Rutgers 
University, Piscataway, NJ 
MP 081 Confirmatory Analytical Methods in Toxicology – To 
What Degree?; John D Fuhrman; J. Mark Allan; David I. 
Gustafson; Monsanto Company, Saint Louis, MO 
MP 082 A Novel Method for Automated Detection and 
Identification of Toxicological Relevant Compounds in 
Urine and Serum Samples using GC/MS; Bernhard 
Rothweiler; Agilent Technologies, Waldbronn, Germany 
MP 083 APCI LC-MS/MS Analysis of a Polar Base using 
Normal Phase Chromatography on a Fluorinated 
Column: Quantitation of Cotinine in Plasma; Johannes 
Zeidler; Donna Gauthier; St. Joseph's Hospital, Hamilton, 
ON, Canada 
MP 084 A Qualitative and Quantitative Proteomic Assessment 
of Metmyoglobin Oxidation; Michael N Harris1; Graham 
Timmins2; Xian Chen1; 1Los Alamos National Laboratory, 
Los Alamos, NM; 2University of New Mexico, 
Albuquerque, NM 
MP 085 Accurate Quantification of 1,N2-Ethenoguanine in 
Human Urine by Isotope Dilution Liquid 
Chromatography/Electrospray Ionization-Tandem 
Mass Spectrometry: Effect of Cigarette Smoking; Wei-
Loong Chiu; Hauh-Jyun Candy Chen; National Chung 
Cheng University, Ming-Hsiung, Taiwan 
MP 086 Identification and Quantification of Inhibited 
Butyrylcholinesterase after Exposure to 
Organophosphates and Carbamates using MALDI-
TOF-MS; Jinchun Sun; Bert C. Lynn; University of 
Kentucky, Lexington, KY 
MP 087 Mass Spectrometry used to Monitor Changes in the 
Hepatic Slow Cholesterol Secretory Pathway 
Stimulated by Low Doses of Chlordecone; Richard C.  
Scheri; Junga Lee; Douglas C. Barofsky; Lawrence R.  
Curtis; Oregon State University, Corvallis, OR 
CLINICAL CHEMISTRY APPLICATIONS 
MP 088 Fast Reliable Identification of Staphylococcus 
haemolyticus by Matrix Assisted Laser 
Desorption/Ionisation Time-of-Flight Mass 
Spectrometry; Diane Dare1; Helen Sutton1; Maureen 
McLachlan3; Peder Nielsen2; Haroun Shah4; Martin Lunt5; 
Mark McDowall5; 1Manchester Metropolitan University, 
Manchester, UK; 2Northwick Park Hospital, Middlesex, 
UK; 3Peterborough District Hospital, Peterborough, UK; 
4Health Protection Agency, London, UK; 5Waters 
Corporation, Manchester, UK 
MP 089 Clinical Determination of 17-Hydroxyprogesterone in 
Serum by LC/MS/MS:  Comparison to Coat-A-
CountTM RIA Method; Michele L. Etter1; Jeff C. 
Eichhorst1; Tamara Gillies1; Marilyn Lorencz1; Elaine 
Vossen1; Denis C. Lehotay2; 1Saskatchewan Provincial 
Laboratory, Regina, SK, Canada; 2University of 
Saskatchewan, Saskatoon, SK, Canada 
MP 090 Direct Determination of Free Drug Fractions by 
Ultrafast Immunoextraction and Mass Spectrometry; 
Corey Ohnmacht1; Chad Briscoe2; David Hage1; 
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1University of Nebraska, Lincoln, NE; 2MDS Pharma 
Services, Lincoln, NE 
MP 091 Steroid Quantification in Human Plasma using HPLC/ 
High Resolution Selected Reaction Monitoring Mass 
Spectrometry; Alicia (Yinghua) Du1; Keith Waddell1; 
Charles Yang1; Yongxin Zhu2; Peter T Kissinger2; 1Thermo 
Electron, San Jose, CA; 2Bioanalytical Systems, Inc, West 
Lafayette, IN 
MP 092 Rapid Quantification of Underivatized Amino Acids on 
Blood Spot by HPLC-ESI-MS/MS; Mariella Zoppa; 
Lorena Gallo; Franco Zacchello; Giuseppe Giordano; Dept. 
of Pediatrics Padova University, Padova, Italy 
MP 093 41Ca and Accelerator Mass Spectrometry to Monitor 
Calcium Metabolism in End Stage Renal Disease 
Patients; Robert L Fitzgerald1; Darren J Hillegonds2; 
Douglas W Burton3; Terrance L Griffin3; Scott Mullaney1; 
John S  Vogel2; Leonard J Deftos1; David A Herold1; 1VA 
San Diego Healthcare and UCSD, San Diego, CA; 
2Lawrence Livermore National Labs, Livermore, CA; 3VA 
San Diego Healthcare System, San Diego, CA 
MP 094 Identification of Human Pathogens in Swabs using 
High Performance Mass Spectrometry; Kristin A. 
Sannes-Lowery; Cristina Ivy; Raymond  Ranken; Brian 
Libby; Larry B.  Blyn; Ranga Sampath; David J. Ecker; 
Steven A. Hofstadler; Ibis Therapeutics, Carlsbad, CA 
MP 095 Intact Protein Sequencing by MALDI TOF for 
Detection of Protein Variants; Hongying  Zhong; Nan  
Guo; Sandra L Marcus; Liang Li; Dept. of Chemistry, 
Edmonton, AB, Canada 
MP 096 Structural Determination of Sildenafil(Viagra®) and its 
Derivatives by FAB-CID Tandem Mass Spectrometry; 
Hye-Young Kim1; Jihye Gil1; Jungju Seo1; Dongmi Choi2; 
Jongki Hong2; 1Korea Basic Science Institute, Seoul, 
Korea; 2Korea Food and Drug Administration, Seoul, 
Korea; 3Kyunghee University, Seoul, Korea 
MP 097 Routine Use of a Methodology for Dosing 9 Steroids in 
Clinical Research Samples by LC-MSMS; Bruno 
Casetta13; Valerie Javoy2; Helene Belva13; Yves Gallois2; 
Yves Malthiery2; 1Applied Biosystems, Monza, Italy; 
2Hopital Angers, Angers, France; 3Applied Biosystems, 
Paris, France 
MP 098 Performance Optimization for the Rapid Analysis of 
Amino Acids using Monolithic Silica Columns and 
Time-of-Flight Mass Spectrometry; Matthew  Giardina; 
Viatcheslav Artaev; LECO Corporation, Saint Joseph, MI 
MP 099 Research Report: Testing a Rapid Protocol for the 
Quantitation by LC-MSMS of 33 Amino Acids in 
Biological Fluids without Derivatization; Bruno 
Casetta13; Cedric Gadras2; Helene Belva-Besnet13; Lydie 
Tessier2; Gilles Simard2; Yves Malthiery2; 1Applied 
Biosystems, Monza, Italy; 2Hopital Angers, Angers, 
France; 3Applied Biosystems, Paris, France 
MP 100 Amino Acids Screening in the nM Range in Body 
Fluids; Christian Neusuess; Uwe Demelbauer; Matthias 
Pelzing; Bruker Daltonik, Bremen, Germany 
MP 101 Identification of Spectrin Variants Associated with 
Hereditary Erythrocyte Elliptocytosis using Proteomic 
Analysis; H. Robert Bergen; James Hoyer; John F. 
O'Brien; David C.  Muddiman; Mayo Clinic College of 
Medicine, Rochester, MN 
MP 102 Mass Spectrometric Studies of Platinum-drug 
Interactions with Blood Proteins and Potential 
Association with Clinical Effects; Rupasri Mandal1; Jun 
Peng1; Robyn Kalke1; MIchael Sawyer2; Xing-Fang Li1; 
1University of Alberta, Edmonton, AB, Canada; 2Cross 
Cancer Institute, Edmonton, AB, Canada 
MP 103 High Sensitivity LC-MS/MS Analysis of Adrenal 
Steroids; Mark M. Kushnir1; Elizabeth G. Pattison2; Alan 
L. Rockwood1; A. Wayne Meikle3; 1ARUP Institute, Salt 
Lake City, UT; 2ARUP Laboratories, Salt Lake City, UT; 
3Departments of Pathology, University of Utah, Salt Lake 
City, UT 
MP 104 MALDI TOF Mass Spectrometry Analysis for Neisseria 
gonorrhoeae Typing and Antibiotic Profiling; Vadim M. 
Govorun; Elena N. Ilina; Vladimir A. Vershchagin; Maja 
V. Malakhova; Research Institute of Physico-chemical 
Medicine, Moscow, Russia 
MP 105 Proteomic Profiling of Human Pleural Effusion using 
Two-dimensional Nano Liquid Chromatography 
Tandem Mass Spectrometry; Yu-Chang  Tyan; Hsin-Yi  
Wu; Yung-Shan  Lee; Wu-Chou  Su; Pao-Chi  Liao; 
National Cheng Kung University, Tainan, Taiwan 
HIGH THROUGHPUT ANALYSIS FOR DRUG METABOLISM 
MP 106 Development of a High-throughput Microsomal 
Stability Assay for Multiple Species using Tecan 
Robotic Liquid Handling System; Kedan Lin; Jodie 
Pang; Joe Feng; Joyce Mordenti; Lin Pan; Celera 
Genomics, South San Francisco, CA 
MP 107 Higher-throughput Screening for the Assessment of 
Intrinsic Clearance of Drugs in Rat and Human Liver 
Microsomes with FIA–APCI–FAIMS–MS/MS; Garnet 
McRae1; James T Kapron1; Randy W Purves1; Stefano 
Fontana2; R Longhi2; 1Ionalytics Corporation, Ottawa, 
Canada; 2GlaxoSmithKline, Verona, Italy 
MP 108 A Simple High Throughput -ADME System and 
Results for 60 Literature Compounds; Adam H 
Brockman1; Zhixia Yan2; Jing-Tao Wu1; Larry Elvebak3; 
Chuang Lu1; 1Millennium Pharmaceuticals Inc., 
Cambridge, MA; 2University of Massachusetts, Amherst, 
MA; 3Gubbs Inc, Sutton, MA 
MP 109 Semi-automatic Determination of Cytochrome P450 
Isoenzyme Contribution to Individual Metabolite 
Formation; Ilse A Hoes1; Xavier Labrique1; Laurent 
Leclercq1; Claude Delatour1; Gabriel Caliaro1; Françoise 
Brunelle1; Marc Herin1; José Castro-Perez2; Jane Kirby2; 
1Lilly Development Centre, Mont-Saint-Guibert, Belgium; 
2Waters Corporation, MS Technologies Centre, 
Manchester, UK 
MP 110 Improved Ultracentrifugation Plasma Protein Binding 
Throughput by High Speed Gradient LC/MS/MS; 
Anthony J Borre; Ken Matuszak; Abbott Labs, Abbott Park 
, IL 
MP 111 Simultaneously Quantifying Parent Drugs and 
Screening for Metabolites in PK Samples using SRM 
and SRM-triggered IDA on a QqQLIT Instrument; 
Austin C. Li; Dennis Alton; Matthew S Bryant; Wilson Z. 
Shou; Covance Labs, Madison, WI 
MP 112 Isolation of Drug Metabolites from Urine using 
Tandem Quadrupole (MS/MS) Directed Purification; 
Paul M Lefebvre; Robert S Plumb; Ronan Cleary; Warren 
B Potts III; Waters Corporation, Milford , MA 
MP 113 High Throughput Quantitation of Small Molecules in 
Biological Fluids; Charles P Cruz; James M Schmidt; Amr 
Nouraldeen; Lexicon Genetics, The Woodlands, TX 
MP 114 An Integrated Approach for Metabolic Stability and 
Detailed Metabolite Profiling from a Single Injection on 
an LTQ Linear Ion Trap; Robyn A. Rourick; Hesham 
Ghobarah; John P. Walsh; Kalypsys, Inc., San Diego, CA 
MP 115 MS based Cytochrome P450 Inhibition Screening 
During “Hit-to-Lead” – Validation and Automation; 
Kheng B. Lim; Ellen Y.T. Chien; Rongda Xu; Daniel B. 
Kassel; Syrrx, Inc., San Diego, CA 
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MP 116 Rapid Automated LC/MS/MS Methods Development 
for Plasma Sample Analysis of Drugs and their 
Metabolites; Larry M. Mallis; Kari J. Lynn; Irina Miksa; 
Harold Lanzoni; Danny W. Choo; Ming Wang; Merck & 
Co., Inc., West Point, PA 
MP 117 Evaluating and Implementing QuickQuan? Automatic 
LC-MS/MS Method Development on ThermoElectron 
Finnigan TSQ Quantum Supporting Discovery 
Bioanalytical Assays; Christian Caporuscio; Dieter 
Drexler; Celia Darienzo; Bogdan G Sleczka; Georgia 
Cornelius; Jian Wang; Mark Sanders ; Timothy Olah; 
Bristol-Myers Squibb, Princeton, NJ 
MP 118 MassLynx Controlled On-Line Sample Preparation; 
Bogdan G. Sleczka; Asoka Ranasinghe; Jacek Malinowski; 
Christian Caporuscio; Georgia Cornelius; Jian Wang; 
Timothy Olah; Bristol-Myers Squibb, Princeton, NJ 
MP 119 Rapid Characterisation of Low Molecular Weight Drug 
Compounds using High Energy CID MALDI MS/MS; 
Rachel L Martin; Andrew Bowdler; Omar Belgacem; 
Shimadzu Biotech, Manchester, UK 
MP 120 Using High Resolution Chromatography and Exact 
Mass Spectrometry to Front Load Metabolic 
Knowledge; Richard A. Thompson; Carina Leandersson; 
Angela  Hillemyr; Gunnar  Stenhagen; AstraZeneca R&D 
Molndal, Molndal, Sweden 
MP 121 In Vitro Assessment of Cytochrome P450 Inhibition – 
Strategies for Increasing LCMS-based Assay 
Throughput; Tong Lin; Kristine Pan; Joe  Feng; Joyce  
Mordenti; Lin Pan; Celera, South San Francisco, CA 
MP 122 Accelerated Throughput Metabolic Route Screening in 
Early Drug Discovery using High Resolution LC-MS 
and Automated Data Analysis; Desmond O'Connor1; 
Russell J Mortishire-Smith1; Jose M Castro-Perez2; Jane 
Kirby2; 1MSD, Neuroscience Research Centre, Harlow, 
UK; 2Waters Ltd, Atlas Park, Manchester, UK 
MP 123 Use of Staggered Chromatography/MS for the Analysis 
of Cassette Incubated Cytochrome P450 Inhibition 
Samples; Ellen Tasker; Paul Scullion; Peter Littlewood; 
Julia Marrs; Organon Labs, Newhouse, Lanarkshire, UK 
MP 124 Rapid Determination of Serum/Plasma 
Clozapine/Norclozapine by High Turbulence Flow 
Online Extraction LC-MS/MS; Dongmei Zhou; Sum 
Chan; R.E. Reize; Quest Diagnostics, San Juan 
Capistrano, CA 
MP 125 Metabolite Profiling of Selective Estrogen Receptor 
Modulators Drug (SERM) by a Single Automated High 
Throughput, On-line Extraction LC/MS/MS Method; 
Thanh Duong; Ping Wang; Daksha Desai-Krieger; Johnson 
& Johnson PRD, Spring House, PA 
MP 126 Rapid Analysis of 7-Hydroxycoumarin Glucuronide 
using Micro Parallel Liquid Chromatrography; Kevin 
Crellin; Paren Patel; Nanostream, Pasdena, CA 
MP 127 Metabolic Profiling of Steroidal Mixed Tetraoxane 
Antimalarial Drug Candidates; Young S. Yang1; Lalaine 
D. Anova1; Natasa Terzic2; Bodgan A. Solaja3; Damaris S. 
Diaz1; Raynard B. Forte1; Philip L. Smith1; Charles A. 
Ditusa1; Kirsten S. Smith1; 1Walter Reed Army Institute of 
Research, Silver Spring, MD; 2Institute of Chemistry, 
Technology and Metallurgy, Belgrade, Serbia & 
Montenegro; 3University of Belgrade, Belgrade, Serbia & 
Montenegro 
MP 128 Caco2 Assay Sample Analysis with Automated Tuning 
and Data Processing; Tom PE Hollenbeck; Genomics 
Institute of the Novartis Research Found., San Diego, CA 
QUANTITATIVE FOR DRUG METABOLITES 
MP 129 Quantitative Determination of NMEs in Plasma by 
Parallel Direct-Injection using Turbulent Flow LC-
MS/MS: An Evaluation of Cohesive Technology Aria 
TX-2; Hang Zeng; Ping Wang; Daksha Desai-Krieger; 
Johnson & Johnson Pharmaceutical R&D, Spring House, 
PA 
MP 130 An Application of Ion-pairing Reagents to a 
LC/MS/MS Bioanalytical Assay as a Mechanism of 
Carryover Reduction for Amine Possessing 
Compounds; Songmei Gao2; Mouncun Yuan1; Jianduan 
Chi1; Zong-Ping Zhang1; Thomas Karnes2; 1PPD, 
Richmond, VA; 2Virginia Commonwealth University, 
Richmond, VA 
MP 131 2-Dimensional HPLC Coupled with Tandem Mass 
Spectrometer for Complex Biological Sample Analysis: 
Improved LC-MS/MS Specificity and Sensitivity; 
Shaolian Zhou; Ying-He Li; Dunmin Mao; Xiangyu Jiang; 
Naidong Weng; Covance Laboratories, Inc., Madison, WI 
MP 132 An LC-MS/MS Method for Determination of 
Vardenafil in Human Plasma using Automated Liquid-
Liquid Extraction and Direction Injection of Organic 
Extracts; Zhongping John Lin; Weihua Ji; Linyee Shum; 
Avantix Laboratories Inc., New Castle, DE 
MP 133 Evaluation of the Solution Stability of A411491 Under 
Thermal Stressed Condition using HPLC and ESI-LC-
MS; Daozhong Zou; Devalina Law; Abbott Laboratories, 
Abbott Park, IL 
MP 134 LC/MS/MS Analysis of Propanolol, Lidocaine, 
Diazepam, and Erythromycin in plasma of ABT Pre-
treated and Non-treated Rats; Noureddine  Maher; 
Rhoda Torres; Risa Batta; Carlos Cotto; William  
Hageman; Jeffrey Hall; Becki Hastings; Norman  Huebert; 
Zhengyin Yan; Johnson & Johnson PRD, Springhouse, PA 
MP 135 A Method for the Estimation of Recovery in On-line 
Extraction Sample Preparation with LC/MS/MS 
Analysis; Hong Li; Scott W. Chervenick; Mylan 
Pharmaceuticals, Morgantown, WV 
MP 136 Reducing Ion Suppression by Removal of Dose Vehicles 
via Selective Non-Extraction; Timothy P Sangster1; 
Richard  Payne1; Ian D Wilson1; Petra Gerhards2; David 
Jones3; Jennifer Massi3; Huqun Liu3; 1Astrazeneca, 
Macclesfield, UK; 2Varian Deutschland GmbH, 
Darmstadt, Germany; 3Varian Inc, Lake Forest, CA 
MP 137 Extending Linearity Range for Bioanalytical LC-
MS/MS Methods: A Case Study; Jinlin Shen; Ying-he  
Li; Xiangyu Jiang; Naidong Weng; Covance Laboratories, 
Madison, WI 
MP 138 Challenges and Solutions in Bioanalytical Method 
Development of Drugs in Urine; Hassan Rashidzadeh; 
Marcy Gvazdauskas; Ardeshir Khadang; Dari Dadgar; 
IAL-Biolytix, Monmouth Junction, NJ 
MP 139 Simultaneous Determination of 4’-Thio-FAC and its 
Deaminated Metabolites in Animal Plasma by 
DuoSpray Source and Normal Phase LC-MS/MS; Jun 
Shen; Xue Ge; Taegen Clary; Ying Cheng; Cynthia Sun; 
Deb Zajchowski; Babu Subramanyam; Jih-Lie Tseng; 
Berlex Biosciences, Richmond, CA 
MP 140 Ultra Performance Liquid Chromatography Coupled to 
Inductively Coupled Plasma Mass Spectrometry for the 
Determination of Omeprazole Metabolite in Rat Urine; 
Christopher J Smith; Tim P Sangster; Kathalijine A 
Oudhoff; Richard Payne; Ian D Wilson; Elizabeth Thomas; 
Astrazeneca, Macclesfield, England 
MP 141 Comparing Bioanalytical Sample Preparation 
Techniques for LC/MS/MS to Answer Discovery & 
Development Needs; Amza Kandoussi; Thomas  Lloyd; 
Daniel Dean; Rasmy Talaat; Wyeth Research, Collegeville, 
PA 
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MP 142 New Development of High Temperature LC-MS/MS 
(HTLC-MS/MS) for High Throughput Bioanalysis; 
Daniel Tang; Andrea Clouser-Roche; Geralyn Kocan; 
Yizhong Zhang; Douglas M. Fast; Pfizer Pharmaceuticals, 
Ann Arbor, MI 
MP 143 High Throughput Determination of Atrasentan 
(Xinlayâ) in Dog Plasma By LC/MS/MS; Perry G.  
Wang; Hope Gregg; Jack Wei; Min Chang; Tawakol El-
Shourbagy; Abbott Laboratories, Abbott Park, IL 
MP 144 Use of an Up-front Fragmentation Experiment on an 
API-5000TM to Increase Signal-to-Noise Ratio for 
Quantitative Bioanalysis; Neil Spooner13; Eric Yang13; 
Sherry Wang13; Doina Caraiman2; Tom Biesenthal2; Gary 
Impey2; Feng Zhong2; 1GlaxoSmithKline Pharm, King of 
Prussia, PA; 2Applied Biosystems/MDS Sciex, Concord, 
ON, Canada; 3GlaxoSmithKline Pharm, Ware, 
Hertfordshire, UK 
MP 145 Does LC Column Type/Brand Affect LC/MS 
Response?; Mohammed Jemal; Zheng Ouyang; Xiaohang 
Shen; Bristol-Myers Squibb, PRI, BAS, New Brunswick, NJ 
MP 146 Quantitation of Parent Compounds and Corresponding 
Metabolites in Rat, Dog, & Human Plasma Samples 
using TFC-LC/MS/MS; Kevin L. Cook; Elizabeth 
Graham; Voon S. Ong; Memory Pharmaceuticals, 
Montvale, NJ 
METABOLITE QUANTITATION 
MP 147 Fact Or Fiction: The Comparability of LC/MS Potency 
Assay To HPLC with UV Detection; Joseph Mick; Eli 
Lilly & CO, Indianapolis, IN 
MP 148 Quantitative API LC/MS/MS BioAnalysis and Matrix 
Effects-Considerations When Changing Source Types; 
Luca C Matassa; KC Van Horne; Christopher R 
Bowerbank; Mark Anthony Reviea; Teresa Collazo; 
Patrick K Bennett; Tandem Labs, Salt Lake City, UT 
MP 149 Improved Sensitivity for the Quantitation of Resolved 
Epimers of Budesonide Extracted from Rat Plasma 
Utilizing an API 5000™ LC/MS/MS System; Mauro 
Aiello1; Jeffry Plomely2; Nicholas Deagon2; Doina, M 
Caraiman1; 1Applied Biosystems/MDS Sciex, Concord, ON, 
Canada; 2Charles River Laboratories, Senneville, PQ, 
Canada 
MP 150 Rapid and Sensitive Bioanalytical LC/MS/MS Assays 
for Basic Analytes using Mobile Phases Containing 
Elevated Trifluoroacetic Acid Concentrations; Barry S. 
Lutzke; Yi Tian; Kenneth J. Ruterbories; Eli Lilly and 
Company, Indianapolis, IN 
MP 151 Fitting Nonlinear Mass Spectrometric Data with the 
Hill Equation; Michael S. Alexander; BASi Northwest 
Laboratory, McMinnville, OR 
MP 152 Validation of an LC-APCI/MS/MS Method for 
Quantitation of Sirolimus in Porcine Artery Tissue; 
Lihong Gao1; Steve Wiltshire1; Joie Dion1; Jakal Amin1; 
Farhad Sayyarpour1; Jim Jersey1; Steve Guyan1; John 
Dooley2; Gregory Kopia2; 1Charles River Laboratories, 
Worcester, MA; 2Cordis Corporation, Warren, NJ 
MP 153 Troubleshooting Quantitative LC-MS/MS Assays with 
FAIMS; JC Yves LeBlanc1; James Kapron2; Randy 
Purves2; 1MDS Sciex, Concord, ON, Canada; 2Ionalytics, 
Ottawa, ON, Canada 
MP 154 Elimination of Endogenous Interferences in Analysis of 
Polar Compounds in Biological Fluids by HILIC and 
RP-HPLC in LC/MS/MS Bioanalytical Applications; 
Vladimir Capka; Patrick K. Bennett; Tandem Labs, Salt 
Lake City, UT 
MP 155 Evaluation of MS3 against MRM for the Measurement 
of Tacrolimus on a Hybrid Triple Quadrupole Linear 
Ion Trap Mass Spectrometer; Frank R Rooney1; Paul J 
Taylor3; Paul Salm2; Christopher R Warnholtz2; 1Applied 
Biosystems, Melbourne, VC Australia; 22Australian 
Bioanalytical Services Pty Ltd, Brisbane, QD Australia; 
3Princess Alexandra Hospital, Brisbane, QD Australia 
MP 156 Concurrent Detection of Thirty Eight Drugs of Abuse 
in Equine Urine using a 2-D Ion Trap Mass 
Spectrometer; Scott Stanley1; Wayne Skinner1; Kerry 
Nugent2; 1University of California, Davis, CA; 2Michrom 
Bioresources Inc., Auburn, CA 
MP 157 Quantitative Analysis of Multiple Components in 
Plasma and Tissues by UPLC-MS/MS; Ron Huang; 
Susan Chen; Lucas Utley; Jing-Tao Wu; Millennium 
Pharmaceuticals, Inc, Cambridge, MA 
MP 158 Evaluation of Potential Internal Standard Compounds 
for the Quantitative LC/MS/MS Determination of Drug 
Residues on Manufacturing Equipment; Kevin 
Kolodsick1; Holly Phillips1; Matthew Molski2; Carol 
Kingsmill1; 1Pfizer Global Research and Development, 
Ann Arbor, MI; 2The College of New Jersey, Ewing, NJ 
MP 159 Quantitation of a Recombinant Protein in Human 
Serum by LC-MS/MS using a Linear Ion Trap Mass 
Spectrometer; Jinhua Feng1; Ziping Wei1; Guillermo 
Tous1; Mark Schenerman1; Thomas Urbig2; Frank 
Hanakam2; 1MedImmune. Inc., Gaithersburg, MD; 
2Micromet AG, Munich , Germany 
MP 160 Towards Development of a Fully Automated Open 
Access Quantitative Workstation: Sample Preparation; 
Petia Shipkova; Robert Langish; Baomin  Xin; Serhiy 
Hnatyshyn; Mark Sanders; Bristol-Myers Squibb, 
Princeton, NJ 
MP 161 The Feasibility Study to Use Plasma Standard Curve 
for Quantitation of Drugs in Tissue Samples by LC-
MS/MS; Susan Chen; Ron Huang; Jing-Tao Wu; 
Millenniun Pharmaceuticals, Inc, Cambridge, MA 
MP 162 LC/MS/MS Method Development for the “Anti-Aging 
Cocktail” or Human Growth Hormone/ Steroid 
Supplement Program; James A. Ferguson1; Jeffrey D. 
Miller1; Eugene Avrett2; 1Applied Biosystems, 
Framingham, MA; 2Harvard-Smithsonian Center for 
Astrophysics, Cambridge, MA 
MP 163 A High-Throughput LC/MS/MS Assay for Monitoring 
the Enzymatic Interconversion of Glucocortoids; Mary 
Ellen K. Salyan; Petia Shipkova; Jonathan L. Josephs; 
Robert A. Langish; Michael J. Flynn; Ning Lee; Todd G. 
Kirchgessner; Mark Sanders; Bristol-Myers Squibb 
Company, Hopewell, NJ 
MP 164 Quantification of Inhaled Budesonide and it’s 
Metabolites in Primate Plasma using Electrospray 
Ionization Tandem Mass Spectrometry; Wayne Skinner; 
Scott Stanley; Brian Tarkington; Dexter Morin; Sarah 
Davis; Jesse Joad; Charles Plopper; University of 
California, Davis, CA 
MP 165 Improved Selectivity and Sensitivity of LC-MS/MS 
Quantitative Analyses with the Use of FAIMS to 
Remove Endogenous Interferences; Carmen L. 
Fernandez-Metzler; Laquisha E. Hamilton; Merck & Co., 
West Point, PA 
MP 166 A Validated LC-MS Method for the Quantitation of 
17&alpha-methyltestosterone in Fish Feed; Padma 
Marwah; Ashok Marwah; Henry Lardy; University of 
Wisconsin, Madison, WI 
MP 167 Determination of 5-Fluorouracil in Human Plasma and 
Urine by Hydrophilic Interaction Liquid 
Chromatography/Tandem Mass Spectrometry with 
Diatomaceous Earth Liquid-Liquid Extraction; Virginia 
M. Borges; Wei Bu; Mai Nguyen; Chin-Chung Lin; Li-
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Tain Yeh; Valeant Pharmaceuticals International, Costa 
Mesa, CA 
MP 168 Comparison of Chip-based NanoESI-MS/MS and LC-
MS/MS for the Quantification of Drugs during 
Discovery and Development; Olukayode Oluyedun; Barry 
Lutzke; John Bernstein; Girish Gudi; Bradley Ackermann; 
Enaksha Wickremsinhe; Eli Lilly & Company, 
Indianapolis, IN 
MP 169 Understanding Infusion NanoESI-MS/MS and the 
Ability to Quantify Analytes Spanning Large Dynamic 
Ranges; Enaksha Wickremsinhe; Bradley Ackermann; 
Ajai Chaudhary; Eli Lilly & Company, Indianapolis, IN 
MP 170 Developing a Validated High Sensitivity Method For 
Quantitation of Fluticasone Propionate in Human 
Plasma by Heated Nebulizer LC-MS/MS; Michael 
Deng1; Andrew A Cooper1; J J Thiessen2; 1Allied Research 
International, Mississauga, ON Canada; 2University of 
Toronto, Toronto, ON Canada 
MP 171 Comparison of Hydrophilic Interaction 
Chromatography and Reversed Phase HPLC for the 
Quantitative Analysis of Folates using LC-MS-MS; 
Dongting Liu; Guowen Liu; Richard B. van Breemen; 
University of Illinois College of Pharmacy, Chicago, IL 
MP 172 An LC/MS/MS Method for the Quantitation of 
Temsirolimus and Sirolimus in Monkey, Rat, and 
Rabbit Whole Blood; Yuexin Su; Ruth Horwatt; Neil 
Oldfield; Susanna Tse; Wyeth Research, Collegeville, PA 
MP 173 Simultaneous Analysis of Cortisol and Cortisone in 
Mouse Plasma using High-Performance Liquid 
Chromatographic-Tandem Mass Spectrometric-
Electro-Spray Ionization; Lixin Shen; Michael Myers; 
Arturo Lopez-Anaya; Hoffmann La-Roche Inc., Nutley, NJ 
MP 174 The Problems of GC/MS Calibration in Quantitative 
Analysis with Multi-Component Standards; Alexandre 
V Mitroshkov; Battelle, PNNL, Richland, WA 
MP 175 How to Choose the Best Internal Standard for a 
Successful Quantitation of Glycopeptides by LC-
MS/MS; Fabio Garofolo; Anna Amaru; Vicuron 
Pharmaceuticals Inc., Gerenzano (VA), ITALY 
SMALL MOLECULE ANALYSIS 
MP 176 Marine Toxins: Complex Molecules for Some 
Interesting MS Applications; Lekha Sleno; Dietrich A. 
Volmer; Institute for Marine Biosciences, Halifax, Canada 
MP 177 Mass Spectrometric Strategies for the Rapid 
Characterization of Diacylglycerol-Lactone 
Combinatorial Libraries; Christopher C. Lai; Dehui 
Duan; Lawrence R. Phillips; Victor E. Marquez; James A. 
Kelley; National Cancer Institute, Frederick, MD 
MP 178 FT-ICR Mass Spectrometry as a Drug Discovery Tool 
for Screening Synthetic Dynamic Combinatorial 
Libraries; Sally-Ann Poulsen; Griffith University, 
Brisbane, Australia 
MP 179 The LC/ESI/MS Evaluation of Impurities in Augmentin 
IV and Crystalline Sodium Amoxicillin (CSA) Stored at 
25 C/60% RH (Relative Humidity); Mark A. Olsen; 
Gudrun Trescher; Sonya Kennedy-Gabb; GlaxoSmithKline, 
King of Prussia, PA 
MP 180 Structural Characterization of Mometasone Furoate 
Steroid Related Impurities by Tandem Mass 
Spectrometry; Birendra N. Pramanik; Guodong Chen; 
Peter L. Bartner; Schering-Plough Research Institute, 
Kenilworth, NJ 
MP 181 Screening Analysis for Steroids Containing a Wide 
Range of Functional Groups; Steven M Fischer; Wayne 
P Duncan; Patrick D Perkins; Agilent Technologies, Santa 
Clara, CA 
MP 182 Structural Characterization of Impurities in 
Phospholipid by LC/MS/MS and High Resolution 
LC/MS; Guodong Chen; Ibrahim Daaro; Birendra N. 
Pramanik; Schering-Plough Research Institute, 
Kenilworth, NJ 
MP 183 Multi-Screening Method to Monitor the Presence of 
Antibiotic Residues in Honey by LC-ESIMS/MS; Yves-
Alexis Hammel1; Eric Gremaud1; Byron Kieser2; Gary 
Impey2; Anna Lisyansky2; Philippe A. Guy1; 1Nestle 
Research Center, Lausanne, Switzerland; 2Applied 
Biosystems/MDS SCIEX, Concord, ON, Canada 
MP 184 Identification and Structural Characterization of 
Velcade Impurities; Qing Lu; Ian Parsons; Fraser 
Pickersgill; Ron Huang; Millennium Pharmaceuticals, Inc., 
Cambridge, MA 
MP 185 Analysis of Corticosteroids in Biological Matrices by 
Mass Spectrometry; Terri L. Quenzer; Bradley Mikesell; 
Catherine N. Pham; Ben J. Bolanos; William Farrell; 
Michael J. Greig; Pfizer Global R&D - La Jolla, San 
Diego, CA 
MP 186 Quantitation of Isoflavones in Infant Formula by 
Liquid Chromatography - Tandem Mass Spectrometry; 
Nicole Gibbons; Monica Dyck; Health Canada, Burnaby, 
BC, Canada 
MP 187 Structures of Novel Antibiotic Peptides Produced by 
Streptomyces sp. WS886697; Mayumi Ohnishi-
Kameyama; Takeshi Hosaka; Kozo Ochi; Mitsuru 
Yoshida; National Food Research Institute, Tsukuba, 
Ibaraki, Japan 
MP 188 LC/MS and LC/MS/MS Analyses for Screening and 
Characterization of 11&beta-Hydroxysteroid 
Dehydrogenase Type I (11&beta-HSD1) Inhibitors; 
Nelson Huang; Jim Bourassa; Ying Ge; Ning Pan; Jason 
Xiang; Vipin Suri; Yan-Ling Zhang; Mylene Perreault; 
Wyeth Research, Cambridge, MA 
MP 189 Solutions to Reduce Ion Suppression in LC/MS/MS 
with Different Animal Plasma Samples; Petra Gerhards; 
William Hudson; Huqun Liu; David Jones; Jennifer Massi; 
Varian, Lake Forest, CA 
MP 190 Structure Elucidation of Degradation Products from 
the Antibiotic Drug Amoxicillin by Accurate Mass 
Measurement using LC/ESI-TOF-MS; Edgar Nägele1; 
Ralf Moritz2; 1Agilent Technologies, Waldbronn, 
Germany; 2Sandoz GmbH, Kundl, Austria 
MP 191 Electrospray Ionization FT-ICR Mass Spectrometric 
Characterization of Dynamic Combinatorial Libraries 
Designed for Target Assisted Combinatorial Synthesis 
(TACS); Sergiu P. Palii; Daniel Hutter; Steven A. Benner; 
John R. Eyler; University of Florida, Gainesville, FL 
MP 192 MS/MS Identification of Acyl Homoserine Lactones; 
Nathan D. Leigh; Vaishali Dixit; Asita Chatterjee; 
University of Missouri - Columbia, Columbia, MO 
SMALL MOLECULES 
MP 193 Enhanced Fragmentation of Small Molecules in a 
Linear Ion Trap Mass Spectrometer using Stepped 
Normalized Collision Energy; Karen Salomon; Gargi  
Choudhary; Jae C. Schwartz; Diane Cho; Thermo Electron 
Corporation, San Jose, CA 
MP 194 Application of FAIMS to Enhance Selectivity in 
LC/MS/MS Assays; Themis Flarakos1; Ari Gritsas1; 
Randy W. Purves2; Garnet McRae2; 1MDS Pharma 
Services, Saint Laurent, QC, Canada; 2Ionalytics 
Corporation, Ottawa, ON, Canada 
MP 195 Fragmentation Mechanism of Pilocarpine; Iris 
Stadelmann1; Johnie Brown2; William Sawyers1; 1BASi 
Clinical Research Unit, Baltimore, MD; 2Applied 
Biosystems, Framingham, MA 
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MP 196 Use of Self-Calibration for High Accuracy Product Ion 
Mass Spectra and the Proposal of a Novel 
Fragmentation of Arylsulphones; Richard Joyce; Don S 
Richards; Pfizer Research Laboratories, Sandwich, Kent, 
UK 
MP 197 FAIMS Technology Applied to the Determination of 
Amino Acids; Margaret McCooeye; Zoltan Mester; 
National Research Council of Canada, Ottawa, ON, 
Canada 
MP 198 Enhanced Detection of a Diazepine-Based Drug and its 
Hydroxy Metabolite using LC-FAIMS-MS; Garnet 
McRae1; Colin  Crowley2; Randy W. Purves1; 1Ionalytics 
Corporation, Ottawa, ON, Canada; 2Huntingdon Life 
Sciences Ltd, Cambridgeshire, England 
MP 199 Towards High Throughput in-vivo Sample Analysis 
with LC-FAIMS-MS; Panos Hatsis1; Adam Brockman1; 
Jing-Tao Wu1; Randy Purves2; 1Millennium 
Pharmaceuticals, Inc., Cambridge, MA; 2Ionalytics, 
Ottawa, Canada 
MP 200 ESI-MSn Method is Suitable for the Structural 
Analysis of Organotin Compounds Based; Michal 
Holcapek; University of Pardubice, Pardubice, Czech 
Republic 
MP 201 Identification of Motexafin Gadolinium Degradation 
Products by LC-MSn; Wenchen Luo; Alice Lin; Zhong 
Wang; Hugo Madden; Tarak D. Mody; Pharmacyclics, 
Inc., Sunnyvale, CA 
ATMOSPHERIC PRESSURE PHOTONIZATION (APPI) 
MP 202 Bioanalytical Method Development and Evaluation 
using SFC-APPI MS/MS; Veniamin Lapko; Kirk 
Newland; Jean W Lee; Patrick P Lin; MDS Pharma 
Services, Lincoln, NE 
MP 203 Quantitation of Vitamins, Co-factors and Antioxidants 
using Photo-Ionization LC/MS/MS; Susan C. Leonard; 
Jeffrey D. Miller; Applied Biosystems, Framingham, MA 
MP 204 Analysis of  Dyhydropiridines Calcium Channel 
Blockers by LC-MS/MS using Photoionspray; Alberto S 
Pereira; Beatriz Bicalho; Gilberto De Nucci; Galeno 
Research Unit, Campinas, SP, Brazil 
MP 205 Atmospheric Pressure Photoionization-Mass 
Spectrometry and Atmospheric Pressure Chemical 
Ionization-Mass Spectrometry in the Analysis of 
Neurotransmitters; Tiina J Kauppila; Terhi Nikkola; 
Raimo A Ketola; Tapio Kotiaho; Risto Kostiainen; 
University of Helsinki, Helsinki, Finland 
MP 206 Atmospheric Pressure Photoionization Applied to the 
Quantification of Cyproterone Acetate in Human 
Plasma; Alberto S Pereira; Gilberto De Nucci; Galeno 
Research Unit, Campinas, SP, Brazil 
MP 207 Determination of Tisocalcitate (INN) at Nanogramm 
Levels in the Air at Workplaces in the Pharmaceutical 
Industry using LC/MS with APPI; Torsten Freyholdt1; 
Juergen Wendt2; 1Schering AG, Berlin, Germany; 2Agilent 
Technologies, Waldbronn, Germany 
MP 208 High Throughput Analysis of Anastrazole in Human 
Plasma by Liquid Chromatography-tandem Mass 
Spectrometry; Alberto S Pereira; Daniele Hamamoto; 
Gilberto De Nucci; Galeno Research Unit, Campinas, SP, 
Brazil 
MP 209 Detection of Chemical-Weapons Related Arsenic 
Compounds using Atmospheric Pressure 
Photoionization (APPI) LC/MS; William R. Creasy1; 
Richard J. O'Connor2; 1EAI Corporation, Abingdon, MD; 
2Edgewood Chemical and Biological Center, Aberdeen 
Proving Ground, MD 
MP 210 The Use of Atmospheric Pressure Photoionization Mass 
Spectrometry for the Analysis of Indigoid Compounds 
in Natural Dyes; Malvina M Papanastasiou1; Adam W 
McMahon2; 1Manchester Metropolitan University, 
Manchester, UK; 2The University of Manchester, 
Manchester, UK 
MP 211 Chemical Structure Analysis of Display Materials by 
using LC-APPI-MS/MS; Shigeru Sakamoto; Masayuki 
Kubota; Hiroshi Matsumoto; Thermo Electron K.K., 
Yokohama, Japan 
MP 212 Atmospheric Pressure Photoionisation&minus; Mass 
Spectrometry: Study of radical reactions in the Gas 
Phase; Alexandre Giuliani; Olivier Laprévote; CNRS-
ICSN, Gif-sur-Yvette, France 
MP 213 Effects of Solvent Flow, Dopant Flow, and Lamp 
Current on Dopant-Assisted Atmospheric Pressure 
Photoionization for LC/MS.  Ionization via Proton 
Transfer; Damon B. Robb; Michael W. Blades; University 
of British Columbia, Vancouver, Canada 
MP 214 LC-APPI-MS of Steroids and Small Organic Molecules 
using PhotoSprayTM Ion Source; Jason X. Tang; Russ 
Tsao; Carl Longfellow; Wyeth Research, Pearl River, NY 
MP 215 Atmospheric Pressure Laser Ionization (APLI) Mass 
Spectrometry for Measurement of Aromatic 
Hydrocarbons with Low Polarity; Matthias Lorenz; Luke 
Chandler Short; Oliver Schmitz; Sigmar Gaeb; Thorsten 
Benter; University of Wuppertal, Wuppertal, NRW, 
Germany 
MP 216 Dual Electrospray/Photoionization Source for LC/MS; 
Victor Cai; Jack A. Syage; Karl A. Hanold; Syagen 
Technology, Inc., Tustin, CA 
MP 217 Oxidized Polycyclic Aromatic Hydrocarbons by µ-LC –
MS Coupled with ESI, APCI and APPI Ionization; 
Thomas Letzel1; Sylvia Grosse1; Juergen Wendt2; Pierre C. 
Brand3; 1Technische Universität München, Freising – 
Weihenstephan, Germany; 2Agilent Technologies  , 
Waldbronn, Germany; 3Agilent Technologies (Schweiz) AG 
, Basel, Schweiz 
ESI & APP ION SOURCES 
MP 218 TLC and APCI-MS Coupled using a Surface Sampling 
Heated Nebulizer Probe; Keiji G. Asano1; Michael J. 
Ford2; Gary J. Van Berkel1; 1Oak Ridge National 
Laboratory, Oak Ridge, TN; 2National Center for 
Toxicological Research, Jefferson, AR 
MP 219 A New Electrospray Probe for Mass Spectrometry; 
Craig M. Whitehouse; Thomas P. White; Analytica of 
Brandford, Inc., Branford, CT 
MP 220 Comparison of Partial and Complete Proteolytic 
Digestion Procedures for Total Sequence Coverage 
using µLC-NSI-MS/MS and µLC-ESSI-MS/MS; Julie 
A. Horner; Roger G. Biringer; Andreas F. Huhmer; 
Thermo Electron, San Jose, CA 
MP 221 A Novel Nanospray Emitter Design with a Custom 
Interface for Nano-LC/MS; Ananya Dubey; James P. 
Murphy; Jeffrey W. Finch; John C. Gebler; Waters, 
Milford, MA 
MP 222 Inexpensive Battery Operated Electrospray Device for 
Applications in Mass Spectrometry; Richard G. McKay; 
Charles N. McEwen; DuPont Corporate Center for 
Analytical Sciences, Wilmington, DE 
MP 223 Controlling Gas-Phase Reactions for Efficient Charge 
Reduction Electrospray Mass Spectrometry of Intact 
Proteins; Brian L. Frey; Yuan Lin; Michael S. Westphall; 
Lloyd M. Smith; University of Wisconsin, Madison, WI 
MP 224 Mass Filtering in an Electrospray Ionization Source for 
Improved Automatic Gain Control in Mass 
Spectrometry; Jason S. Page; Keqi Tang; Aleksey V. 
Tolmachev; Anil K. Shukla; Richard D. Smith; Pacific 
Northwest National Laboratory, Richland, WA 
32S 53rd ASMS Conference on Mass Spectrometry 
MP 225 An Electrospray Dual Sprayer for Accurate Mass 
Measurement in Nano-ESI or Nano-flow LC/ESI-
TOFMS; Yoshinori Satomi1; Yoichiro Kudo2; Kyoko 
Sasaki2; Toshifumi Takao1; 1Institute for Protein Research, 
Osaka University, Suita, Osaka, Japan; 2Jasco 
international Co. Ltd., Hachioji, Tokyo, Japan 
MP 226 The Advantages of a Novel Combination Atmospheric 
Pressure GC-LC/MS Ion Source; Charles N. McEwen; 
Richard G. McKay; Barbara S. Larsen; DuPont Corporate 
Center for Analytical Sciences, Wilmington, DE 
MP 227 Automated Orthogonal ESI Control System with 
Optimized Plume-Inlet Positioning; Mike S. Lee1; Gary 
A. Valaskovic2; 1Milestone Development Services Corp, 
Newtown, PA; 2New Objective Inc., Cambridge, MA 
MP 228 Evaluation of a Combined APPI and APCI Source for 
Bioanalytical Analysis in Drug Discovery; Helena S. 
Toreson; Sara L. Nilsson; AstraZeneca R&D Mölndal, 
Mölndal, Sweden 
MP 229 A New Polyaniline-Coated Nanospray Emitter Treated 
with Hydrophobic Polymers at the Tip; Yongseok Choi; 
Troy D. Wood; The State University of New York at 
Buffalo, Buffalo, NY 
MP 230 Desorption Electrospray Ionization Mass Spectrometry 
(DESI-MS): A Technique for Studying Biological 
Tissues; Justin M. Wiseman1; Satu M. Puolitaival2; Zoltan 
Takats3; Richard M.  Caprioli2; R. Graham Cooks1; 
1Purdue University, West Lafayette, IN; 2Vanderbilt 
University, Nashville, TN; 3Hungarian Academy of 
Sciences, Budapest, Hungary 
MP 231 A Chip Nanoelectrospray Ion Source designed for 
Eiminating Taylor Cone Plume Signal Variations; Paul 
C. Goodley; Agilent Technologies, Santa Clara, CA 
MP 232 Sonic Spray as a Dual Polarity Ion Source for Ion/Ion 
Reactions; Xiaorong Liang; Yu Xia; Scott A. McLuckey; 
Purdue University, West Lafayette, IN 
MP 233 Micromachined Ultrasonic Electrospray Source; 
Christina Hampton; Mark Meacham; Levent Degertekin; 
Andrei Fedorov; Facundo Fernandez; Georgia Institute of 
Technology, Atlanta, GA 
MP 234 Novel Ion-Molecule Reactor (IMR) on a Triple 
Quadrupole MS Platform: Comparison with 
Traditional MS Techniques; Svitlana Shcherbyna1; 
Vladimir Baranov2; John Anthony3; Diethard Bohme1; 
1York University, Toronto, Canada; 2MDS Sciex, Concord, 
Canada; 3University of Kentucky, Lexington, KY 
MP 235 Electrochemical Effects in Nano-ESI-MS as Probed by 
Arsenic Speciation; Conor Mullens; Linda Nagore; Erin 
Snow; Stephen Bach; University of Texas, San Antonio, TX 
MP 236 Identification of Pharmaceutical Compounds by 
Accurate Mass Measurement using a Novel ESI/APCI 
Dual Source and Time of Flight Mass Analyzer; Richard 
T. Gallagher1; Reiner Hellmann2; Peter J. Stone2; Shaun 
Bilsborough2; 1AstraZeneca, Macclesfield, Cheshire, UK; 
2Agilent Technologies, Cheadle, Cheshire, UK 
MP 237 Atmospheric Pressure Laser Diode Thermal Desorption 
Mass Spectrometry: a New High Performance 
Ionization Source; Pierre Picard1; Virginie Carrier1; Réal 
Paquin2; 1Phytronix Technologies Inc., Québec, Canada; 
2Université Laval, Québec, Canada 
MP 238 Desorption Electrospray Ionization for the Analysis of 
Analytes on Surfaces; Gary J. Van Berkel; Michael J. 
Ford; Michael A. Deibel; Oak Ridge National Laboratory, 
Oak Ridge, TN 
MALDI ION SOURCES 
MP 239 Atmospheric Pressure MALDI: Reactivity, 
Applications and Internal Energy; Jessie Naban-
Maillet1; Anne Bossée2; Carlos Afonso1; Denis Lesage1; 
Françoise Fournier1; Bruno Bellier2; Jean-Claude Tabet1; 
1Université Pierre et Marie Curie, Paris, France; 2Centre 
d’Etudes du Bouchet (DGA), Analyse Chimique, Vert-le-
Petit, France 
MP 240 Development of a Novel Laser-induced Acoustic 
Desorption (LIAD) “Fiberless” Probe for the Mass 
Spectrometric Analysis of Biological and Hydrocarbon 
Polymers; Ryan C Shea; Putuma P Gqamana; Hilkka I 
Kenttamaa; Purdue University, West Lafayette, IN 
MP 241 Matrix-free Laser Desorption/Ionization of Peptides on 
Sub-Micrometer Structures: Grooves on Silicon and 
Metal-Coated Porous Alumina; Shoji Okuno1; Ryuichi 
Arakawa2; Kazumasa Okamoto3; Yoshinori Matsui3; Shu 
Seki3; Takahiro Kozawa3; Seiichi Tagawa3; Yoshinao 
Wada4; 1JST, Izumi, Japan; 2Kansai University, Suita, 
Japan; 3Osaka University, Ibaraki, Japan; 4Osaka MCHRI, 
Izumi, Japan 
MP 242 Comparison of Atmospheric Pressure MALDI IT and 
Vacuum MALDI TOF-TOF MS Analysis of Bacterial 
Proteins from Bacillus Spores; Michael J. Stump1; Karen  
Fox1; Alvin Fox1; Gavin E. Black 2; Vladimir M. 
Doroshenko2; Michael D. Walla3; William E. Cotham3; 
1University of South Carolina School of Medicine, 
Columbia, SC; 2MassTech Inc., Columbia, MD; 
3University of South Carolina, Dept. of Chemis, Columbia, 
SC 
MP 243 MALDI Ion Formation: Insights from Atmospheric 
Pressure Experiments; Jean-Luc Truche; Jian Bai; Tom 
Vandegoor; Agilent Technologies, Santa Clara, CA 
MP 244 Development of IR-AP-MALDI-oaTOFMS; Katsutoshi 
Takahashi1; Maki Terasaki1; Kousuke Kumondai1; Shinobu 
Nagasaka1; Jun Tamura2; Kenji Nagatomo2; Noriyuki 
Naito3; 1CBRC, AIST, Tokyo, Japan; 2JEOL Ltd., 
Akishima, Tokyo, Japan; 3Kawasaki Heavy Industries, Ltd., 
Akashi, Hyogo, Japan 
MP 245 Simultaneous Accurate Mass ESI and MALDI Spectral 
Acquisition with a New Ion Source; Catherine Stacey; 
Taeman Kim; Ze Zhang; Thomas Knudsen; Melvin Park; 
Bruker Daltonics Inc, Billerica, MA 
MP 246 Continuous Solid Sampling for On-line Laser 
Desorption Ionization; Damien A. Narcisse; Kermit K. 
Murray; Louisiana State University, Baton Rouge, LA 
MP 247 Zoom Optics for Optimised MALDI Sensitivity; Mark D 
Mills; Stephen P Thompson; Victor C Parr; David J 
Evason; Alexis J Polley; Scientific Analysis Instruments, 
Manchester, UK 
MP 248 Mechanistic Studies of Ion Production in the Surface 
Enhanced Neat Desorption (SEND); Natali Budimir; 
Françoise Fournier; Jean-Claude Blais; Jean-Claude Tabet; 
Université Pierre et Marie Curie, Paris, France 
MP 249 Detergent-Enhanced Mass Spectrometry; Anders  
Nordstrom; Winnie Uritboonthai; Junefredo Apon; Eden 
Go; Gary Siuzdak ; The Scripps Research Institute, La 
Jolla, CA 
MP 250 Vertically Aligned Carbon Nanotube Arrays: A New 
Platform for Matrix-free Laser Desorption/ Ionization 
of Small Peptides; Goo Il Lim; Su Jin Shin; Chon Ki Kim; 
Seok Hoon Kwon; Young S. Choi; Inha University, 
Incheon, South Korea 
MP 251 Cryogenic Sample Probe for MALDI-TOF Mass 
Specrometer; Yasuhide Naito; Osaka University, Osaka, 
Japan 
MP 252 Rapid Quantitative Analysis of Serum Glycoproteins by 
LC-MALDI MS using 2-kHz MALDI MS Instrument; 
Tomas Rejtar1; Sheng Pan2; Eugene Moskovets1; Hui 
Zhang2; Ruedi Aebersold3; Barry L. Karger1; 1Barnett 
Institute and Northeastern University, Boston, MA; 
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2Institute for Systems Biology, Seattle, WA; 3Institute for 
Molecular Systems Biology, Zurich, Switzerland 
MP 253 Performance Differences between YAG and Nitrogen 
Lasers for Various MALDI Applications; Armin Holle1; 
Christoph Nordmann1; Detlev Suckau1; Paul Kowalski2; 
Oksana Gvozdyak2; 1Bruker Daltonik, Bremen, Germany; 
2Bruker Daltonics, Billerica, MA 
MP 254 Ion Dynamics and Energetics Probed on an Ion Trap 
and Orthogonal TOF System with an MALDI Source 
under Ambient Pressure; Jian Bai; Jean-Luc Truche; 
Donghui Yi; Pat Perkins; Ning Tang; Tom Vandegoor; 
Agilent Technologies, Santa Clara, CA 
MP 255 Design Optimization of a Vacuum MALDI Ion Source 
for a QqLIT; Jay J. Corr; Bradley B. Schneider; 
Alexandre Loboda; Thomas R. Covey; MDS SCIEX, 
Concord, ON, Canada 
MP 256 On the Mechanism of Ion Formation from the Aqueous 
Droplet Irradiated with 3µm IR Laser Pulses under 
Atmospheric Pressure; Victor Laiko; Vladimir 
Doroshenko; MassTech, Inc., Columbia, MD 
TOF MASS ANALYZERS 
MP 257 Simultaneous Compensation of Peak Shape and m/z for 
an LC-TOF System to Achieve High Mass Accuracy; 
Don Kuehl1; Ming Gu1; Yongdong Wang1; Yixin Zhu2; 
Houle Wang2; Kerry Nugent2; 1Cerno Bioscience, New 
Haven, CT; 2Michrom Bioresources, Auburn, CA 
MP 258 Performance and Modeling of a Small TOF Mass 
Spectrometer used in Aerosol Sampling; Berk Oktem; 
Robert J. Cotter; Johns Hopkins University School of 
Medicine, Baltimore, MD 
MP 259 A New Correlation Function Method for Multi-turn 
TOF Spectrum; Morio Ishihara; Takuya Miyamura; 
Mariko Higashigaki; Daisuke Okumura; Michisato 
Toyoda; Itsuo Katakuse; Osaka Univ., Toyonaka, Japan 
MP 260 Identifying Compounds using Source CID on an 
Orthogonal Acceleration Time-of-Flight Mass 
Spectrometer; Michael C Zumwalt; Agilent Technologies, 
Englewood, CO 
MP 261 Countering the Turn-around Time Effect in 
Orthogonal TOF MS; Dimitris Papanastasiou1; Adam 
McMahon2; 1Manchester Metropoloitan University, 
Manchester, UK; 2Manchester Molecular Imaging Centre, 
Manchester, UK 
MP 262 Effect of Pusing Pulse Rise Time on Precision of Mass 
Calibration in TOF MS; Boris Kozlov; Marat 
Muradymov; Institute for Analytical Instrumentation RAS, 
St. Petersburg, Russia 
MP 263 High-resolution TOF Spectra Obtained by the 
“MULTUM II” Multi-turn Type TOF Mass 
Spectrometer with an EI Ion Source; Daisuke Okumura; 
Michisato Toyoda; Morio Ishihara; Itsuo Katakuse; Osaka 
University, Toyonaka, Osaka Japan 
MP 264 Realistic Expectations of Resolution and Mass 
Accuracy in MALDI-TOF for the Measurement of 
High-Mass Ions; Robin J. Hood; J. Throck Watson; 
Michigan State University, East Lansing, MI 
MP 265 A Novel MALDI Orthogonal Time of Flight Mass 
Spectrometer; Jeffery M. Brown; Daniel J. Kenny; Robert 
H. Bateman; Waters/Micromass, Manchester, UK 
MP 266 Advantages of a Three-Field Source Over a Two- Field 
Source in a Multipurpose Tandem Time of Flight Mass 
Spectrometer; Kevin M Hayden1; Jennifer M Campbell2; 
Marvin L Vestal3; 1MDS Sciex, Framingham, MA; 
2Applied Biosystems, Framingham, MA; 3Virgin 
Instruments, Framingham, MA 
MP 267 Pulsed Glow-discharge Time-of-flight Mass 
Spectrometry for Elemental and Molecular Analysis; 
Markus Hohl2; Marc Gonin1; Katrin Fuhrer1; Hannes 
Michler2; Jürg Blatter3; Daniele Piazza2; Peter Wurz4; 
1TOFWERK AG, Thun, Switzerland; 2EMPA , 
Thun/Düberndorf, Switzerland; 3HTA, Biel, Switzerland; 
4University, Bern, Switzerland 
MP 268 The Development of Novel Resistive Glass Technology 
for Tailoring Electric Fields in Ion Mobility and Mass 
Spectrometer Applications; Bruce N Laprade; Sharon 
Mrotek; William Dunn; Steven Ritzau; Burle Electro-
Optics, Sturbridge, MA 
MP 269 Application of a Miniature Time-of-Flight Mass 
Spectrometer for Rapid Screening of Disease 
Biomarkers; Sara C. McGrath; Robert J. Cotter; Johns 
Hopkins University School of Medicine, Baltimore, MD 
MP 270 Single Particle Analysis of MALDI using Bio-Aerosol 
Mass Spectrometry; Erica L. McJimpsey1; Gregg A. 
Czerwieniec1; Scott Russell1; Herbert  J. Tobias2; Sue 
Martin2; Abneesh 2; Paul Steele2; Keith Coffee2; David 
Fergenson2; Matthias Frank2; Eric Gard2; Carlito Lebrilla1; 
1University of Californa-Davis, Davis, CA; 2Lawrence 
Livermore National Laboratory, Livermore, CA 
MP 271 Electrospray Ionization Time-of-Flight Mass 
Spectrometry (ESI-TOFMS) with Microfabricated 
Beam Modulation Devices; Ignacio A. Zuleta; Oh-Kyu 
Yoon; Richard N. Zare; Stanford University, Stanford, CA 
MP 272 A Novel Mass Spectrometer for Gas Chromatography 
using an Inline Shaped Field Buncher; Victor C Parr; 
Stephen P Thompson; Mark D Mills; Alexis J Polley; 
Scientific Analysis Instruments, Manchester, UK 
MP 273 Comparison of Electron and Ion Emission Efficiencies 
in a Hybrid Detector in an Orthogonal TOF 
Instrument; Hui Qiao1; Vladimir Collado1; Gamini 
Piyadasa1; Alexandre Loboda2; Viatcheslav Kozlovski3; 
Victor Spicer1; Kenneth G  Standing1; Werner Ens1; 
1University of Manitoba, Winnipeg, MB Canada; 2MDS 
Sciex, Concord, ON Canada; 3Russian Academy of 
Science, Chernogolovka, Russia 
MP 274 Detection of Transient Species in Hadamard Transform 
Time-of-Flight; Oh Kyu Yoon; Joel R. Kimmel; Ignacio 
A. Zuleta; Richard N. Zare; Stanford University, Stanford, 
CA 
MP 275 A Comparison of Methods of Improving the Duty Cycle 
on Orthogonal TOF Mass Analysers; Jason L 
Wildgoose; Steven D Pringle; Kevin Giles; Robert H 
Bateman; Steve Bajic; Waters, Manchester, UK 
MP 276 A Tandem Time-of-Flight Mass Spectrometer 
Incorporating a Multi-Turn Time-of-Flight and a 
Quadratic-Field Ion Mirror; Alex Colburn1; Anastassios 
Giannakopulos1; Peter Derrick1; Michisato Toyoda2; 
Daisuke Okumura2; Mariko Higashigaki2; 1University of 
Warwick, Coventry, UK; 2Osaka University, Osaka, Japan 
MP 277 Method of Removing Ions in Selected m/z Regions in 
Orthogonal Time of Flight Mass Spectrometers; Martin 
R Green; Robert H Bateman; Waters Micromass, 
Manchester, UK 
ION MOLECULE REACTIONS 
MP 278 Kinetic Isotope Effects in H/D Transfer to Alkaline-
Earth Metal Monoxide Cations; Andrea Dasic; Voislav 
Blagojevic; Diethard K. Bohme; York University, Toronto, 
ON, Canada 
MP 279 Gas-Phase Reactions of NO2 with First-, Second-, 
Third-Row and Lanthanide Atomic Cations: 
Periodicities in Reactivity; Michael J. Y. Jarvis; Voislav 
Blagojevic; Gregory K. Koyanagi; Diethard K. Bohme; 
York University, Toronto, Canada 
MP 280 Probing a Protonation Sites in Peptides and Amino 
Acids by H/D Exchange Reaction in RFQ Ion Guide of 
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O-TOF MS; Alexey V. Chudinov; Ilia V. Soulimenkov; 
Viatcheslav I. Kozlovski; Alexandre R. Pikhtelev; 
Vladimir S. Brusov; Alexandre F. Dodonov; Institute for 
Energy Problems of Chemical Physics, Chernogolovka, 
Russia 
MP 281 Simple b Ions Have Cyclic Structures. A 
Neutralization-Reionization Mass Spectrometric and 
Computational Study; Xiaohong Chen; František 
Turecek; University of Washington, Seattle, WA 
MP 282 Gas-Phase Reactions of CH3F and CH3Cl with First, 
Second, Third-Row and Lanthanide Atomic Cations: 
Periodicities in Reactivity; Xiang Zhao; Gregory K. 
Koyanagi; Michael J.Y. Jarvis; Voislav  Blagojevic; 
Diethard K. Bohme; York University, Toronto, ON, 
Canada 
MP 283 Reactivity and Selectivity of Charged Phenyl Radicals 
toward Amino Acids in the Gas Phase; George O. Pates; 
Linhong Jing; Hilkka I. Kenttamaa; Purdue University, 
West Lafayette, IN 
MP 284 A Comparative Reactivity Study of o-Benzynes and 
Other Biradicals Toward DNA Components by using 
the Distonic Ion Approach and FT-ICR; Karinna M. 
Campbell; John J. Nash; Hilkka I. Kenttamaa; Purdue 
University , West Lafayette, IN 
MP 285 Gas-Phase Reactions of SF6 with First-, Second-, Third-
Row and Lanthanide Atomic Cations: Periodicities in 
Reactivity; Ping Cheng; Gregory K. Koyanagi; Ditherd K. 
Bohme; York University, Toronto, ON, Canada 
MP 286 Gas-Phase Doubly Charged Uranyl-Acetonitrile 
Complexes; Winnie Chien1; Kellis Bulleigh1; Mike Van 
Stipdonk1; Gary Groenewold2; 1Wichita State University, 
Wichita, KS; 2INEEL, Idaho Falls, ID 
MP 287 Generation of Benzopolysulfanes in the Gas Phase; John 
W.  Torchia; Katrina E.  Nizzi; Karinna M. Campbell; 
Hilkka I. Kenttämaa; Purdue University, West Lafayette, 
IN 
MP 288 Reactivity of Bis(?5-cyclopentadienyl) methylzirconium 
Cation in the Gas Phase; Alexander A Aksenov; David E 
Richardson; John R Eyler; University of Florida, 
Gainesville, FL 
MP 289 In situ Generation of HCN for Mass Spectrometric 
Studies; Silvi A. Chacko1; Loubna A. Hammad2; Ian H.  
Krouse1; Paul G. Wenthold1; 1Purdue University, West 
Lafayette, IN; 2ETH, Zurich, Switzerland 
MP 290 An Investigation of the Ion-molecule Chemistry of Li+ 
and Possible Applications to SIFT-MS; Colin G 
Freeman; Samuel J Edwards; Paul F Wilson; Murray J 
McEwan; University of Canterbury, Christchurch, New 
Zealand 
MP 291 A Gas-phase Study of the Reactivity of Phenyl Radicals 
toward DNA Components; Ji-ang Liu; Ken Crawford; 
Penggao Duan; Hilkka Kenttamaa; Purdue University, 
West Lafayette, IN 
MP 292 Hydration Reactions of Gas-phase Lithium Alcohol 
Complexes; Sila O. Ochola; Michael J Van Stipdonk; 
Wichita State University, Wichita, KS 
MP 293 Ion-molecule Reactions for Isomer Analysis in a 
Fourier Transform Ion Cyclotron Resonance (FT-ICR) 
Mass Spectrometer; Penggao Duan1; Jayalakshmi 
Somuramasami1; Brian E. Winger 2; Hilkka I. Kenttämaa1; 
1Purdue University, West Lafayette, IN; 2Eli Lilly, 
Indianapolis, IN 
MP 294 Demonstration of Tunable Reactivity for meta-
Benzynes; Michael J. Yurkovich; Katrina E. Nizzi; 
Anthony Adeuya; John J. Nash; Hilkka I. Kenttämaa; 
Purdue University, West Lafayette, IN 
MP 295 Neutralization-Reionization Mass Spectrometric and 
Computational Study of Radical Hydrogen Atom 
Adducts to 1-Methylcytosine; Chunxiang Yao; František 
Turecek; University of Washington, Seattle, WA 
MP 296 A Gas-Phase Study of SN2 Versus E2 Reaction 
Pathways using Kinetic Isotope Effects; Stephanie M. 
Villano; Shuji  Kato; Veronica M. Bierbaum; University of 
Colorado at Boulder, Boulder, CO 
MP 297 Considerations for Modeling Gas-Phase Nucleic Acid 
Adduction with Nitrogen Based Ligands; William D. 
Price; Lyle A. Crum; Daniel Hartmanstorfer; Marshall 
University, Huntington, WV 
MP 298 Mechanistic and Thermodynamic Investigation of the 
Gas-Phase Reactivity of Cyclopentadienyl Cobalt 
Radical Cation (CpCo+•) toward Small Hydrocarbons; 
Marc N. Fiddler; J. Larry Campbell; Putuma P. Gqamana; 
Hilkka I. Kenttämaa; Purdue University, West Lafayette, 
IN 
MP 299 Investigation of Dendrimer Selectivity in Negative Ion 
to Positive Ion Charge Inversion; Joshua F. Emory; Min 
He; Harsha Gunawardena; Scott A.  McLuckey; Purdue 
University, West Lafayette, IN 
MP 300 Cyclization of Deprotonated N-aryl-2-diazo-2-
Cyanoacetamides in the Gas Phase; Albert T. Lebedev; 
Vladislav V. Lobodin; Moscow State University, Moscow, 
Russia 
MP 301 Chemical Reactivity of Protonated Water Clusters with 
Ammonia; Chi-Tung Chiang; Robert L. DeLeon; James F. 
Garvey; University at Buffalo, Buffalo, NY 
MP 302 Identification of Functional Groups in Deprotonated 
Monofunctional Compounds by using Ion-molecule 
Reactions with Boron Reagents; Jayalakshmi  
Somuramasami1; Raid Ibrahim1; Penggao Duan1; Michael 
A Watkins1; Brian E Winger2; Hilkka I Kenttämaa1; 
1Purdue University, West Lafayette, IN; 2Eli Lilly, 
Indianapolis, IN 
MP 303 Product Ion Charge-state Determination in MS/MS of 
Intact Proteins; David M Black; Gary L Glish; University 
of North Carolina Chapel Hill, Chapel Hill, NC 
ISOTOPE RATIOS 
MP 304 The Effect on Scrambling of Amide Hydrogens Due to 
Instrument Parameters During Hydrogen/Deuterium 
Exchange Reactions in ESI-MS/MS; Morgan F Hughes; 
David C Schriemer; University of Calgary, Calgary, AB, 
Canada 
MP 305 Absolute Isotopic Composition and Atomic Weight of 
Samarium Measured by Multicollector ICP-MS; Motian 
Zhao; National Research Centre for CRM's, Beijing, China 
MP 306 Can Membrane Extraction be Combined with Isotope 
Ratio Mass Spectrometry?; Patrice  Tremblay1; Réal 
Paquin2; Martine M. Savard1; 1INRS-ETE, Quebec City, 
Canada; 2Université Laval, Quebec City, Canada 
MP 307 Differential Nitrogen Isotope Effects in Response to 
Changing Physiology; Bruce S Pan; Christopher J 
Wolyniak; J Thomas Brenna; Cornell University, Ithaca, 
NY 
MP 308 Determination of Intramolecular Carbon Isotope 
Ratios of a Lactic Acid Analogue; Christopher J. 
Wolyniak; Gavin L. Sacks; Sara K. Metzger; J. Thomas 
Brenna; Cornell University, Ithaca, NY 
MP 309 Enhancement of Detection Sensitivity in Direct Isotope 
Analysis of Solid Samples using Resonant Laser 
Ablation Mass Spectrometry; Kyuseok Song; Euochang 
Jung; Kiho Yang; Hyungki Cha; Korea Atomic Energy 
Research Institute, Taejeon, Korea 
MP 310 Determination of Isotope Ratios in Airborne Particles 
from Single-Particle Laser Ablation Mass 
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Spectrometry; Renwu Zhang; William A. Harris; Peter 
T.A. Reilly; William B. Whitten; Oak Ridge National 
Laboratory, Oak Ridge, TN 
MP 311 TOF-MS Determination of Isotope Incorporation in 
Isotopically Labelled Compounds; Lena M  von Sydow1; 
Michael  McCullagh2; Inga-Britt Sellén1; 1AstraZeneca 
R&D Mölndal, Sweden , Mölndal, Sweden; 22Waters 
Corporation, Manchester, UK, Manchester, UK 
MP 312 Development of an Isotope Ratio Mass Spectrometer 
for Practical Biomedical Applications of Helicobacter 
Pylori Infection; Kwang-Yon Kim; Yoon-Jin Lee; Chul-
Min Shin; Won-Gi An; Jae-Yoon Hong; Jin-Hee Cho; 
Seong-Sik Hong; Sung-Ho Kim; Soonchunhyang 
University, Asan, South Korea 
MALDI TANDEM MS 
MP 313 Advances in LC MS/MS on a Novel Tandem Time-of-
Flight Mass Spectrometer; Matt Willetts1; Marvin 
Vestal2; Jennifer Campbell1; Dominic Gostick1; Dale 
Patterson1; Brian Williamson3; Darryl Pappin1; Steve 
Hattan1; 1Applied Biosystems, Framingham, MA; 2Virgin 
Instruments, Framingham, MA; 3MDS Sciex, Toronto, 
Canada 
MP 314 A Preliminary Study of Factors Affecting High Energy 
CID in an MALDI TOF/ TOF tm Mass Spectrometer; 
Benjamin J Bythell; Elizabeth L Barofsky; Douglas F 
Barofsky; Oregon State University, Corvallis, OR 
MP 315 Optimization of Automation Parameters to Acquire 
MALDI-TOF/TOF Spectra of All Detected Parent Ions 
from a Single Sample Spot; Sergei Dikler; Paul 
Kowalski; Catherine Stacey; Bruker Daltonics, Inc., 
Billerica, MA 
MP 316 High Resolution Ion Gate For Pre-cursor Ion Selection 
In MALDI ToF MS/MS; Andrew R Bowdler; Katherine 
L Farnell; Ian Brookhouse; Emmanuel Raptakis; Shimadzu 
Biotech, Manchester, UK 
MP 317 Comparison of Low Energy CID, High Energy CID and 
Laser Induced Dissociation of MALDI Generated Ions; 
Emmanuel Raptakis1; Andrew Bowdler1; Martin Resch2; 
Omar Belgacem1; 1Shimadzu Biotech, Manchester, UK; 
2Shimdzu Biotech, Duisburg, Germany 
METAL IONS IN BIOLOGY 
MP 318 ESI-MS Study of the Interaction Between Co(II) and 
Peptides; Guewen Tournois; William Buchmann; Jeanine 
Tortajada; Thierry Cartailler; Universite d'Evry Val 
d'Essonne, Evry, France 
MP 319 Protein-Metal Binding Sites Determined by Microwave 
Assisted Metal-Catalyzed Oxidation Reactions and 
Mass Spectrometry; Juma D. Bridgewater; Richard W. 
Vachet; University of Massachusetts, Amherst, MA 
MP 320 Interaction of Ribonucleotide 5'-monophosphates and 
Deoxyribonucleotide 5'-monophosphates with Lead in 
Gas Phase: an Experimental and Theoretical Study; 
Sébastien Guillaumont; Jean-Yves Salpin; Jeanine 
Tortajada; Laboratoire Analyse et Environnement, Evry, 
France 
MP 321 ESI-MS Studies on the Non-heme Iron-Dependent 
Taurine/α-ketoglutarate Dioxygenase Show that Tyr-73 
is Hydroxylated in the Presence of Succinate and O2; 
Sudha S Marimanikkuppam1; Kevin D  Koehntop1; 
Matthew J Ryle2; Robert P Hausinger2; Lawrence Que Jr. 1; 
1University of Minnesota, Minneapolis, MN; 2 Michigan 
State University, East Lansing, MI 
MP 322 Cys Redox Reactions and Metal Binding of a Cys2His2 
Zinc Finger; Jason L Larabee; Jay S Hanas; James R 
Hocker; University of Oklahoma Health Science Center, 
Oklahoma City, OK 
MP 323 LC MALDI TOF Mass Spectrometry for 
Characterization of a Human Salivary Subproteome 
Isolated by Metal Ion Affinity Chromatography; 
Markus Hardt; Linda V. Ly; Lindsay R. Thomas; Scott E. 
Dixon; H. Ewa Witkowska; Steven C. Hall; Susan J. 
Fisher; University of California, San Francisco, CA 
MP 324 Electrospray Studies on Metal Ion/’Bidentate’ Ligand 
Chelate Formation as a Potential Influence on HTS 
Biological Assay Output; Timothy J. Blake; Dean G. 
Brown; AstraZeneca R&D Wilmington, Wilmington, DE 
MP 325 1H NMR and Mass Spectrometric Analysis of a 
Dinuclear Rhenium: DNA Dinucleotide Complex; 
Crystal A. Anderson; Tiffany A. Payne; Elizabeth F. Day; 
University of the Pacific, Stockton, CA 
MP 326 Tandem Mass Spectrometric Strategies for the 
Determination of Targeted and Unknown Arsenic 
Species in Environmental and Biological Samples; 
Spiros A. Pergantis; University of Crete, Heraklion, 
Greece 
MP 327 Quest for Low-mass Iron Transporter; Petr Man1; Karel 
Valis2; Jaroslav Truksa2; Jan Kovar2; 1Institute of 
Microbiology, Prague, Czech Republic; 2Institute of 
Molecular Genetics, Prague, Czech Republic 
POLYMERS 
MP 328 MALDI-TOF and MALDI-FTICR Confirmation of the 
Reaction Mechanism of Acyclic Diene Metathesis 
(ADMET) Polymerization; Violeta  Petkovska; Timothy 
Hopkins; David Powell; Kenneth Wagener; University of 
Florida, Gainesville , FL 
MP 329 An Approach to the Statistical Analysis of the Overall 
Molecular Mass Distribution of a Polymer; Charles M 
Guttman1; Z. Q.-John  Lu1; Stephanie J Wetzel2; Jennifer  
Huckett1; 1NIST , Gaithersburg, MD; 2Duquesne 
University, Pittsburg, PA 
MP 330 Investigating Quantitation of Multicomponent Polymer 
Blends by MALDI; Scott D. Hanton1; Kevin G. Owens2; 
1Air Products and Chemicals, Inc., Allentwon, PA; 2Drexel 
University, Philadelphia, PA 
MP 331 Investigation of Poly-L-Ornithine and Poly-L-Arginine 
by Mass Spectrometry; Steven L. Cockrill; Ettigounder 
Ponnusamy; Sigma-Aldrich, St. Louis , MO 
MP 332 Investigating The Environmental Stability of Ballistic 
Fibers using Model Compounds and Mass 
Spectrometry; Kathleen M. Flynn; Charles M. Guttman; 
Mark A. Arnould; William E. Wallace; Gale A. Holmes; 
NIST, Gaithersburg, MD 
MP 333 Time-of-Flight MALDI for Chemical Oligomer 
Analysis; Chang S. Hsu; Haven S. Aldrich; Paul R.  
Geissler; Ed. E. Green; ExxonMobil, Baton Rouge, LA 
MP 334 The MMD and Branching Behavior of Low Molecular 
Weight Polyethylenimine using GPC and MALDI-
TOF/MS; Susan Audino1; Charles M Guttman1; James E 
Girard2; 1National Institute of Standards and Technology, 
Gaithersburg, MD; 2American University, Washington, DC 
MP 335 MALDI-TOF-MS Investigation of Heterocyclic 
Polymers Synthesized using Oxidative Methods; 
Rebecca M  Brauch; Robin L McCarley; Louisiana State 
University, Baton Rouge, LA 
MP 336 Results and Lessons Learned from NIST's Two Recent 
Interlabortaory Comparisons; Charles M Guttman; 
William E Wallace; Stephanie J Wetzel; Kathleen M 
Flynn; David L Vanderhart; National Institute of Standards 
and Technology, Gaithersburg, MD 
MP 337 Sequencing Novel Semi-Synthetic Biopolymers; Helge 
Egsgaard; Jette Vester; David Plackett; Risoe National 
Laboratory, Roskilde, Denmark 
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MP 338 The Use of Dialysis Membranes for Separation for the 
Fractionation of Polydisperse Polymer Blends; Panthida 
Thomya; Chrys Wesdemiotis; The University of Akron, 
Akron, OH 
MP 339 Electron-Transfer MALDI MS of 
Propylenedioxythiophene Polymers and Redox-Acitve 
Dendrimers; Tracy D. McCarley1; Benjamin D. Reeves2; 
Barry C. Thompson2; Christophe Grenier2; John R. 
Reynolds2; Claudia M. Cardona3; Angel E. Kaifer3; 
1Louisiana State University, Baton Rouge, LA; 2University 
of Florida, Gainesville, FL; 3University of Miami, Coral 
Gables, FL 
MP 340 Tandem Mass Spectrometry of Poly(siloxane)s; Alyison 
M. Leigh; Ping Wang; Michael J. Polce; Chrys 
Wesdemiotis; The University of Akron, Akron, OH 
MP 341 High Mass Accuracy Alone may not always be the 
Conclusive Foundation for Compositional Assignment 
of Copolymers of High Molecular Weights; Arwah J. 
Jaber; Jeffrey J.  Jones; Charles L.  Wilkins; University of 
Arkansas, Fayetteville, AR 
MP 342 Synthesis and Application of Fluorinated Azo and 
Stilbene Matrices for MALDI-TOF Analysis of 
Aromatic Polyesters; Arpad Somogyi; Anne B.  Padias; 
Mark E. Malcomson; Henry K. Hall, Jr; University of 
Arizona, Tucson, AZ 
MP 343 Development of Advanced Software for the 
Interpretation of Spectra Obtained by Electrospray 
Ionisation-Tandem Mass Spectrometry (ESI-MS/MS) 
of Synthetic Polymers; Richard O. John1; Konstantinos 
Thalassinos1; Anthony T. Jackson2; Jonathan P. Williams1; 
Susan E. Slade1; James H. Scrivens1; 1University of 
Warwick, Coventry, UK; 2ICI Measurement Science 
Group, Redcar, UK 
MP 344 Characterization of Amidoamine Surfactants Via ESI 
and APCI Mass Spectrometry; James J. Michels; Nalco 
Company, Naperville, IL 
MP 345 GCMS Characterization of the Semi-Volatile By-
Products Produced by the Continuous Polymerization 
of Styrene and Related Monomers; Kenneth J. Welch; S. 
C. Johnson & Son, Inc., Racine, WI 
ION CONFORMATION AND METAL CLUSTERS 
MP 346 Investigation of Cerium Cluster Ions using SIMS, ESI, 
LD, and IRMPD; Anita K. Gianotto1; Gary S.  
Groenewold1; Kevin C. Cossel2; Michael J. Van Stipdonk3; 
Jill R. Scott1; Beizhan Yan1; David T. Moore4; Jos 
Oomens4; 1Idaho National Laboratory, Idaho Falls, ID; 
2California Institute Technology, Pasadena, CA; 3Wichita 
State University, Wichita, KS; 4FOM Institute, Nieuwegein, 
Netherlands 
MP 347 Nitrate Modification of Actinide-Bearing Surfaces for 
SIMS Analyses; Garold L. Gresham1; Gary S. 
Groenewold1; Bruce J. Mincher1; Robert V. Fox1; Anthony 
D. Appelhans1; John E. Olson1; Michael L. Van Stipdonk2; 
Winnie Chien2; 1Idaho National Laboratory, Idaho Falls, 
ID; 2Wichita State University, Wichita, KS 
MP 348 From the Bench to Inside the Instrument: Utilizing 
MALD/I TOFMS to Explore Ruthenium Complex 
Reactions; William J. Erb; Kevin G.  Owens; GorDan T. 
Reeves; Anthony W. Addison; Drexel University, 
Philadelphia, PA 
MP 349 Gas-Phase Study of Tetrahedral Au20 Cluster using 
ESI-FTICR Mass Spectrometry; Rui Zhang1; Hai-Feng 
Zhang1; Matthias Stender1; Chongmin Wang1; Jun Li1; Lai-
Sheng Wang2; Harold Udseth1; Richard D Smith3; 
1EMSL/Pacific Northwest National Laboratory, Richland, 
WA; 2Washington State University, Richland, WA; 3Pacific 
Northwest National Laboratory, Richland, WA 
MP 350 Gas Phase H/D Exchange and Molecular Modeling of 5-
Phosphorylated and Unphosphorylated Dinucleotides 
in a QIT-MS; Joseph E Chipuk; Jennifer S Brodbelt; 
University of Texas, Austin, TX 
PROTEIN CONFORMATION 
MP 351 Probing Protein Structure by Laser Induced Oxidation 
and Mass Spectrometry; Siu Kwan Sze; Thin Thin Aye; 
Teck Yew Low; Genome Institute of Singapore, Singapore 
MP 352 Probing Laminin Self-Interaction using Isotope-
Labeled Cross-Linkers and ESI-FTICR Mass 
Spectrometry; Stefan Kalkhof1; Sebastian Haehn2; 
Christian Ihling1; Neil Smyth2; Andrea Sinz1; 1University 
of Leipzig, Leipzig, Germany; 2University of Cologne, 
Cologne, Germany 
MP 353 Detection of Dynamic Regions of Protein Structure by 
Protein Oxidative Surface Mapping and Mass 
Spectrometry; Joshua S. Sharp; Kenneth B. Tomer; 
National Institute of Environmental Health Science, 
Research Triangle Park, NC 
MP 354 MS3D Investigation of Conformational Arrangement 
and Protein-Protein Interactions During the Assembly 
of HIV-1 Gag Protein into Virus-Like Particles; Jeffrey 
K. Domsic; Daniele Fabris; University of Maryland, 
Baltimore County, Baltimore, MD 
MP 355 Electron Capture Dissociation Fragmentation 
Behaviors of Venom Melittin Ions and its Mutants; 
Seonghyun Yu1; Man-hoi Hur2; Kyung-Hoon Kwon2; 
Hyun Sik Kim2; Jong Shin Yoo2; Han Bin Oh1; 1Sogang 
University, Seoul, Korea; 2Korea Basic Science Institute, 
Daejeon, Korea 
MP 356 Akt Structure Probed by Amide H/D Exchange and 
Nano-Elctrospray Ionization Mass Spectrometry; 
Mingquan Guo; Hee-Yong Kim; National Institute on 
Alcohol Abuse and Alcoholism, Bethesda, MD 
MP 357 Relationship between Solution-Phase and Gas-Phase 
Protein Complexes in ESI-MS Probed by On-line 
Hydrogen Exchange; Belal M. Hossain; Douglas A. 
Simmons; Lars  Konermann; The University of Western 
Ontario, London, Canada 
MP 358 Proton-Deuteron Amide Exchange Studies by Mass 
Spectrometry for Protein Resonance Assignment of 
Nuclear Magnetic Resonance; Lianmei Feng; James 
Prestegard; Ron Orlando; CCRC University of Georgia, 
Athens, GA 
MP 359 Structural Characterization of the Feline 
Immunodeficiency Virus gp36 Ectodomain for the 
Development of New Antivirals; Florestan Desmaris1; 
David Lemaire1; Sylvie Ricard-Blum1; Benoit Chatrenet2; 
Eric Forest1; 1Institut de Biologie Structurale, Grenoble, 
France; 2Virbac, Carros, France 
MP 360 Activation of Coagulation Factor FVII: Investigating 
Dynamics and Conformational Rearrangements by 
Hydrogen-Deuterium Exchange Mass Spectrometry 
(HXMS); Kasper Rand1; Thomas J.D. Jørgensen2; Mette 
D. Andersen1; Ole H. Hvilsted1; Ole N. Jensen2; Henning 
Stennicke1; 1Haemostasis Biochemistry, Novo Nordisk A/S, 
Måløv, Denmark; 2BMB, University of Southern Denmark , 
Odense M, Denmark 
MP 361 Protein Surface Mapping using Peroxynitrite and Mass 
Spectrometry; Mark Olbris; Richard Vachet; University of 
Massachusetts, Amherst, MA 
MP 362 Differences in Alpha-Actinin CH2 Domain Solvent 
Accessibility Defined using Protease-Coupled H/D 
Exchange Mass Spectrometry; Stephen J. Full; Max L. 
Deinzer; Jeffrey A. Greenwood; Oregon State University, 
Corvallis, OR 
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MP 363 Cross-Linking and Mass Spectrometry Reveal Protein 
Structure and Dynamics in Bovine Rhodopsin: 
Comparison with X-ray and Molecular Dynamics Data; 
Joseph S Schoeniger1; Richard B Jacobsen1; Kenneth 
Sale1; Marites J Ayson1; Petr Novak1; Pamela Lane1; 
Joohee Hong1; Gary Kruppa2; Malin M Young1; 1Sandia 
National Labs, Livermore, CA; 2Bruker Daltonics, 
Billerica, MA 
MP 364 Protein Conformation in Gas-Phase Probed by 
Collision-Induced Dissociation and Its Correlation to 
Conformation in Condensed-Phase; Zhongqi Zhang; 
Joseph Bordas-Nagy; Amgen, Thousand Oaks, CA 
MP 365 Targeted Modulation of Protein Dynamics by Chemical 
Cross-Linking; Rachael C Leverence; Igor A Kaltashov; 
University of Massachusettts at Amherst, Amherst, MA 
MP 366 Hydrogen/Deuterium Exchange is a Versatile Tool to 
Determine Regions of Destabilization in ALS-Causing 
SOD1 Mutant Proteins; Armando Durazo; Bryan F. 
Shaw; Kym F. Faull; Julian P. Whitelegge; Joan S. 
Valentine; University of California, Los Angeles, CA 
MP 367 The Effects of Signal Sequence/6x-His Tag on the 
Dynamics of Dihydrofolate Reductase by Hydrogen 
Exchange and Mass Spectrometry; Yan Wu; Suma 
Kaveti; John R. Engen; University of New Mexico, 
Albuquerque, NM 
MP 368 Possible Pitfalls in Structural Studies of Amyloid 
Fibrils by Limited Proteolysis and Mass Spectrometry; 
Stephane Chaignepain1; Sven Joachim Saupe1; Jean-Marie 
Schmitter2; 1Institut de Biochimie et Genetique Cellulaires, 
Bordeaux, France; 2European Institute for Chemistry and 
Biology, Pessac, France 
MP 369 Probing Conformational Changes of Akt Activation by 
Chemical Cross-Linking and Mass Spectrometry; Bill 
Huang; Hee-Yong Kim; NIAAA/NIH, Rockville, MD 
PROTEIN ANALYSIS 
MP 370 Mass Spectrometric Analysis of Bovine Surfactant 
Protein B and C; Suya Liu; Dohis Manzana; Amanda 
Doherty-Kirby; Fred Possmayer; Gilles Lajoie; University 
of Western Ontario, London, Canada 
MP 371 Partial Determination of the Disulfide Bond Pattern in 
the Salmon Egg Lectin 24K Isolated from the Chinook 
Salmon Oncorhynchus tshawytscha; Haiqiang Yu1; Kenji 
Murata2; Fan Xiang3; Jerry L. Hedrick2; Andreas H. 
Franz1; 1University of the Pacific, Stockton, CA; 
2University of California, Davis, CA; 3Shimadzu Biotech, 
Pleasanton, CA 
MP 372 Oncogenic Eukaryotic Translation Initiation Factor 4E 
and Interacting Partners: Influence of eIF4E 
Phosphorylation; Ivo Fierro-Monti1; Shabaz Mohammed1; 
Rune Matthiesen1; Christopher  Proud2; Ole N. Jensen1; 
Peter  Roepstorff1; 1Univ of Southern Denmark, Odense, 
Denmark; 2University of Dundee, Dundee, UK 
MP 373 Characterization of Distinct E-cadherin Containing 
Protein Complexes; Krystyn E Blackmon-Ross1; Maria A 
Kukuruzinska2; Catherine E Costello1; 1BU School of 
Medicine, Boston, MA; 2BU Goldman School of Dental 
Medicine, Boston, MA 
MP 374 Discovery of Novel Spider Silk Fibroin using de novo 
Peptide Sequencing by MALDI-TOF/TOF Mass 
Spectrometry and Reverse Genetics; Xiaoyi Hu1; Craig 
Vierra1; Arnold M. Falick2; O. David Sparkman1; Patrick 
R.  Jones1; 1University of the Pacific, Stockton, CA; 
2Howard Hughes Medical Institute, UC Berkeley, Berkeley, 
CA 
MP 375 Complete Assignment of Free Cysteine and Disulfide 
Bonds in Yeast Hos3p; Ying Yang; Ling Xu; Quang  
Nguyen ; Peter Lewis; University of Toronto, Toronto, ON, 
Canada 
MP 376 Analysis of the Interactions of Plasmin with Vitreous 
Humor using MALDI-TOF Mass Spectrometry and 
Stopped-Flow Kinetics; Michelle R. Friedman1; X. 
Michael Liu1; E. Peter Maziarz1; David J. Heiler1; Alan E. 
Friedman2; 1Bausch & Lomb, Rochester, NY; 2University of 
Rochester Medical Center, Rochester, NY 
MP 377 Top Down Analysis of Transthyretin using ESI FTMS; 
Roger Theberge; Bogdan B Budnik; Parminder Kaur; 
Lawreen H  Connors; Martha Skinner; Peter B O'Connor; 
Catherine E Costello; Boston University School of 
Medicine, Boston, MA 
MP 378 Tandem MS Characterization of Chemically Modified 
Trypsin and its Significance in Proteomic 
Investigations; Nestor Rodriguez1; Eric F. Strittmatter2; 
David G. Camp II2; Richard D. Smith2; 1QS Pharma, 
Boothwyn, PA; 2Pacific Northwest National Lab, Richland, 
WA 
MP 379 Identification of Disulfide-linked Peptides by Mass 
Spectrometry; Iman Mohtashemi; Lilian Phu; Henry  
Maun; Victoria Pham; Steven Runyon; Heidi Ackerly 
Wallweber; Robert A. Lazarus; Melissa A. Starovasnik; 
Jennie R. Lill; David Arnott; Genentech, Inc, South San 
Francisco, CA 
MP 380 Probing the Catalysis of Non-Ribosomal Peptide 
Synthetase (NRPS) and Polyketide Synthase (PKS) 
Thioesterases by FT-ICR Mass Spectrometry; Gabriella 
M Dahlgren1; Jeffrey D Kittendorf2; Zachary Q Beck2; 
David H Sherman2; Kristina Håkansson1; 1University of 
Michigan, Ann Arbor, MI; 2Life Sciences 
Institute/University of Michigan, Ann Arbor, MI 
MP 381 Mass Spectrometric Identification of a Novel Protein 
Complex Required for Proper Formation of Polarity in 
Epithelial Cells; Andrei Starostine; Clark Wells; Pavel 
Metalnikov; Marilyn Goudreault; Anthony Pawson; 
Samuel Lunenfeld Research Institute, Toronto, Canada 
MP 382 Elucidation of Functional hKSR-2 Protein Complexes 
in 293T Cells upon TNF-a and IL1 Stimulation; Lin Liu; 
Padma L. Channavajhala; Yuhua Zhang; Yongchang Qiu; 
Wyeth Research, Cambridge, MA 
MP 383 Constructing a Roadmap for Disulfide Bridges in 
Carbonic Anhydrase Variants; Ben J. Bolanos; Terri L. 
Quenzer; Michael J. Greig; Pfizer Global R&D, San Diego, 
CA 
MP 384 Primary Amines for Nucleophilic Cleavage and 
Labeling in Cyanylation-Based Disulfide Mass 
Mapping; Jose-Luis Gallegos-Perez; Stephen Robert 
Bowman; Jack Throck Watson; Michigan State University, 
East Lansing, MI 
MP 385 3D LC/MS/MS Methods and Analysis of the Soluble 
Proteome of Nostoc Punctiforme; D.C. Anderson1; J.C. 
Meeks2; 1University of Oregon, Eugene, OR; 2University of 
California, Davis, CA 
MP 386 Characterization of Naturally Occurring C. elegans 
Peptides at Different Developmental Stages; Roger  
Palfree1; Valerie  LeSage1; Mike Aguiar2; Robert Masse2; 
Bernard F. Gibbs2; 1McGill University, Montreal, Canada; 
2MDS Pharma Services, Montreal, Canada 
MP 387 Structural Characterization of Yeast DNA Repair 
Proteins by Mass Spectrometry; Jenny M. Cutalo1; John 
M. Fortune2; Mercedes E. Arana2; Thomas A. Kunkel2; 
Kenneth B. Tomer2; 1UNC-Chapel Hill, Chapel Hill, NC; 
2NIEHS, RTP, NC 
MP 388 Analysis of the Adenovirus Late L1 52/55 kD Protein by 
Mass Spectrometry; Eddie Takahashi; Steven L. Cohen; 
Merck Research Laboratories, West Point, PA 
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MP 389 Beyond Antibodies: Detection of GPR6 in Tissue; Farzin 
Gharahdaghi; Stephen J. Hubbs; Mark Stein; Jeff  Arriza; 
AstraZeneca Pharmaceuticals, Wilmington, DE 
MP 390 Comparative Study of Adiposome Proteomes; Yue 
Chen; Robert Sprung; Pingsheng Liu; Richard Anderson; 
Yingming Zhao; University of Texas Southwestern Medical 
Center, Dallas, TX 
MEMBRANE PROTEINS 
MP 391 Proteomic Analysis of Rat Zymogen Granule 
Membrane Proteins; Xuequn Chen; Angela K. Walker; 
John R. Strahler; Eric S. Simon; John A. Williams; Philip 
C. Andrews; The University of Michigan, Ann Arbor, MI 
MP 392 Enhanced Sequence Coverage of the Peptide Mass 
Fingerprint for the nicotinic acetylcholine Receptor; 
Mahbod R. Hajivandi1; Micheal P. Blanton2; John F. leite1; 
Xiquan Liang1; Marshall Pope1; 1Invitrogen, Carlsbad, 
CA; 2TTUHSC, Lubbock, TX 
MP 393 Multiplexed Approaches as Strategy for Extensive 
Proteome Analysis of Human Platelet Membranes; Jan 
Moebius1; René P Zahedi1; Urs Lewandrowski1; Ulrich 
Walter2; Albert Sickmann1; 1Rudolf-Virchow-Center, 
University of Wuerzburg, Wuerzburg, Germany; 2IKBZ, 
University of Wuerzburg, Wuerzburg, Germany 
MP 394 Differential Expression of Membrane and Membrane-
Associated Proteins in Neural Stem/Progenitor Cells 
using 2-Dimensional Gel Electrophoresis and LC/MS-
MS; Lori D Shoemaker2; Harley I Kornblum1; Julian P 
Whitelegge2; Kym F Faull2; 1School of Medicine, UCLA, 
Los Angeles, CA; 2Pasarow Mass Spectrometry 
Laboratory, UCLA, Los Angeles, CA 
MP 395 Investigation of Cysteine Oxidation of 
NADH:Ubiquinone Oxidoreductase (Complex I) 
Proteins using Stable Isotope Reagents; Birgit Schilling1; 
James Murray2; Bharath M Srinivas1; Deepa Jethwaney1; 
Chris B Yoo1; Michael P Cusack1; Julie K Andersen1; 
Roderick A Capaldi2; Bradford W Gibson1; 1Buck Institute 
for Age Research, Novato, CA; 2University of Oregon, 
Eugene, Eugene, OR 
MP 396 Comparison of the Protein Products of Direct Digestion 
and Detergent Solubilization of a Nucleic Acid 
Conducting Complex; Avelino Teixeira12345; Edgar Leal-
Pinto12345; Basil Hanss12345; Paul E. Klotman12345; John 
Roboz12345; 1Mount Sinai Medical Center, New York, NY; 
2Mount Sinai Medical Center, New York, NY; 3Mount Sinai 
Medical Center, New York, NY; 4Mount Sinai Medical 
Center, New York, NY; 5Mount Sinai Medical Center, New 
York, NY 
MP 397 Identification of Surface Exposed Components of 
MOMP of Chlamydia trachomatis Serovar F; Yan 
Wang1; Eric A. Berg2; Xiaogeng  Feng1; Li  Shen1; Temple 
Smith3; You-xun Zhang1; Catherine E. Costello1; 1Boston 
University, School of Medicine, Boston, MA; 221st 
Centrury Biotechnolgy INC., Malbaro, MA; 3Boston 
University, College of Engineering, Boston, MA 
MP 398 Mass Spectral Identification of NPC1L1 and Its 
Potential Protein Complexes from Rat Brush Border 
Membrane; Yan-Hui Liu; Sai Iyer; Scott Altmann; 
Nicholas J. Murgolo; Wei Ding; Qing Zhang; Michael P. 
Graziano; Birendra N. Pramanik; Schering-Plough 
Research Institute, Kenilworth, NJ 
MP 399 Identification of Novel Outer Membrane Proteins of 
Actinobacillus pleuropneumoniae; Joey Roy1; Lorne 
Budman1; James W. Coulton1; Robert Masse2; Bernard F. 
Gibbs2; 1McGill University, Montreal, Canada; 2MDS 
Pharma Services, Montreal, Canada 
MP 400 Quantitative Mapping of Neurotransmitter Receptors 
and Ion Channels from Cortex, Hippocampus, and 
Cerebellum of Mouse Brain using the HysTag Reagent; 
Jesper V Olsen2; Peter Aa Nielsen3; Jens R Andersen3; 
Matthias Mann2; Jacek R Wisniewski1; 1Protana Inc, 
Toronto, Canada; 2University of Southern Denmark, 
Odense, Denmark; 3MDS Denmark, Odense, Denmark 
MP 401 Consistency in the Identification of Glycoproteins 
Isolated from 5 frozen ES2 Xenograft Tumors by ConA 
Lectin Affinity Chromatography; Melissa Heller; Nicole 
O'Brien; Jonathan  Fitchett; Mark  Daniels; Lisa Croner; 
Francesca Incardona; Edwin  Golez; Mike LaBarre; Biogen 
Idec Inc, San Diego, CA 
MP 402 Comparative Proteomics of Membrane Proteins using 
in-Solution Digestion and Isotope Labeling; Analysis of 
the Arabidopsis thaliana ffc Mutant Thylakoid 
Membranes; A. Jimmy Ytterberg; Heidi Rutschow; Klaas 
J. van Wijk; Cornell University, Ithaca, NY 
MP 403 Analysis of Membrane Proteins from Human B 
Lymphoblast IM-9 Cells by Matrix Assisted Laser 
Desorption Ionization Mass Spectrometry; Mi Young  
Ha1; Jung In Shim2; Shambhunath  Bose2; M. Abul  Farah2; 
Eun Kyu Lee1; Yangsun Kim1; 1Microbiochip Center, 
Hanyang University, Ansan, Kounggi-do, Korea; 
2Proteonik Inc. Lab, Ansan, Kounggi-do, Korea 
MP 404 Homology-Driven Plasma Membrane Proteomics in 
Organisms with Unsequenced Genomes; Patrice 
Waridel1; Zhongqi Zhang2; Adriana Katz3; Uri Pick3; 
Andrej Shevchenko1; 1Max Planck Institute of Molecular 
Cell Biology, Dresden, Germany; 2Amgen, Thousand Oaks, 
CA; 3Weizmann Institute of Science, Rehovot, Israel 
MP 405 Mass Spectral Analysis of the Vesicular Glutamate 
Transporter After Chemical and Enzymatic Cleavage; 
Chih-Kai Chao; Holly D. Cox; Sarju A. Patel; Charles M. 
Thompson; University of Montana, Missoula, MT 
MP 406 Post-Translational Modifications of Mitochondrial 
Outer Membrane Proteins; Anne M. Distler1; Janos 
Kerner1; Charles L. Hoppel2; 1Case Western Reserve 
University, Cleveland, OH; 2Louis Stokes VA Medical 
Center, Cleveland, OH 
MP 407 New 1D and 2D Gels for the Characterization of 
Hydrophobic Proteins; Caroline Tokarski; Bouchra 
Maher; Séverine Le Gac; Cecile Cren-Olive; Christian 
Rolando; University of Sciences and Technologies of Lille, 
Lille, France 
MP 408 Identifying Cell Surface Proteins by Lectin Affinity 
Chromatography in Combination with 2D-LC/ESI-
MS/MS; Ten-Yang Yen; Vinita Marathe; Bruce A.  
Macher; San Francisco State University, San Francisco, 
CA 
MP 409 Mass Spectrometric Analyses of Integral Membrane 
Proteins, Solubilized with Detergents or Reconstituted 
into Artifical Phospholipid Vesicles; Bjoern Meyer1; 
Khalid Siddiqui1; Michalis Aivaliotis2; Bernd  Ludwig1; 
Michael Karas1; 1J. W. Goethe University, Frankfurt am 
Main, Germany; 2University of Crete, Heraklion, Greece 
MP 410 Screening for Optimal Proteolysis of Membrane 
Proteins; Lynn A. Spruce1; Takahiro Yano2; Michael M. 
Rosenblatt1; 1Children's Hospital of Philadelphia, 
Philadelphia, PA; 2University of Pennsylvania, 
Philadelphia, PA 
MP 411 Quantitative Measurement of Lysine and Cysteine 
Reactivity on Bovine Rhodopsin using a Pulse-Chase 
Labeling Method; Marites J. Ayson; Richard B Jacobsen; 
Joseph S Schoeniger; Kenneth L Sale; Sandia National 
Laboratory, Livermore, CA 
MP 412 Proteomic Analysis of the Tetraspanin Web using LC-
ESI-MS/MS and MALDI-FTICR-MS; Magali André1; 
Jean-Pierre Le Caer2; Céline Greco1; Sébastien Planchon1; 
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Claude Boucheix1; Eric Rubinstein1; Julia Chamot-Rooke2; 
François Le Naour1; 1Institut André Lwoff - Hôpital Paul 
Brousse, Villejuif, France; 2Ecole Polytechnique, 
Palaiseau, France 
MP 413 Quantitative Profiling of the Human Keratinocyte Stem 
Cell Microsomal Proteome; Josip Blonder1; Atsushi 
Terunuma2; Veena Kapoor2; David A Lucas1; Thomas P 
Conrads1; King C Chan1; Haleem J Issaq1; William G 
Telford2; Jonathan C Vogel2; Timothy D Veenstra1; 1SAIC-
Frederick, Inc., Frederick, MD; 2National Cancer Institute, 
Bethesda, MD 
MP 414 Toxoplasma Gondii Membrane Subproteome by 
MALDI/TOFTOF and 2DLC/ESI/MSMS; Lian Ji  Jin; 
Christopher D. Paulse; Berta Burd; Tianmin  Huang; 
Zhigang Wu; Hong Zhang; Louis M. Weiss; Ruth H. 
Angeletti; George A. Orr; Albert Einstein College of 
Medicine of Yeshiva Uni, Bronx, NY 
MP 415 Proteomic Profiling for the Membrane Proteins of 
Alkalimonas Amylolytica; Jingqiang  Wang1; Bo Meng1; 
Caifeng  Zhao1; Kang Zhao1; Quanhui  Wang3; Ningzhi  
Xu1; Yanhe Ma3; Siqi Liu1; 1Beijing Genomics 
Institute,CAS, Beijing, China; 2Beijing Proteomics 
Institute, Beijing, China; 3Institute of Microbiology, CAS, 
Beijing, China 
MP 416 Cell Surface Labeling Membrane Proteome Analysis of 
Human Breast Cancer Cells; Li-Rong Yu1; Zhen Xiao1; 
Zhongyu Zhu2; Thomas P Conrads1; Dimiter S Dimitrov2; 
Timothy D Veenstra1; 1SAIC-Frederick, Inc., Frederick, 
MD; 2National Cancer Institute at Frederick, Frederick, 
MD 
MP 417 Elucidating Cross-Link and Chemical Modification 
Sites on a Membrane Protein using Liquid 
Chromatography and Qtof Tandem Mass 
Spectrometry; Richard B. Jacobsen; Marites J. Ayson; 
Petr Novak; Gary H. Kruppa; Malin M. Young; Joseph S. 
Shoeniger; Sandia National Laboratory, Livermore, CA 
MP 418 Membrane Protein Structure Prediction using Mass 
Spectrometry Guided Modeling; Adele R. Blackler; 
Valerie E. Griffeth; David J. Osguthorpe; Christine C. Wu; 
University of Colorado Health Sciences Center, Aurora, 
CO 
MP 419 Mass Spectrometry Analysis of Large Hydrophobic 
Subunits of Bovine Cytochrome c Oxidase by MALDI-
TOF/MS and HPLC-ESI/MS/MS; Patrizia Lemma-Gray; 
Christopher A. Carroll; Susan T. Weintraub; Andrej 
Musatov; Neal C. Robinson; University of Texas Health 
Science Center, San Antonio, TX 
POSTTRANSLATIONALLY MODIFIED PROTEINS 
MP 420 Top-Down Proteomics goes Beyond Bottom-up 
Proteomics; the Case of the Stem Loop Binding Protein 
(SLBP); Michael Easterling1; J. Paul Speir1; Evgeniy 
Petrotchenko2; William Marzluff2; Christoph H. Borchers2; 
1Bruker Daltonics, Billerica, MA; 2UNC-CH, Chapel Hill, 
NC 
MP 421 Electron Capture Dissociation of Mass Selected 
Isoforms of Histone H4 to Determine the Dynamics of 
Acetylation; Mitchell E. Meade; Michael A. Freitas; The 
Ohio State University, Columbus, OH 
MP 422 Identification of Sites of Modification in RanBP2 and 
SUMO During the E3 autoSUMOylation Reaction by 
FT-ICR Mass Spectrometry; Helen J Cooper1; Michael H 
Tatham2; Ronald T Hay2; 1University of Birmingham, 
Birmingham, UK; 2University of St Andrews, St Andrews, 
Scotland 
MP 423 Characterization of HNE-Modified Ubiquitin by Mass 
Spectrometry; Fu Shang; Allen  Taylor; Gregory G. 
Dolnikowski; Tufts University, Boston, MA 
MP 424 Global Analysis of Protein Sumoylation in 
Saccharomyces cerevisiae; James A Wohlschlegel1; Erica 
S Johnson2; Steven I Reed1; John R Yates1; 1Scripps 
Research Institute, La Jolla, CA; 2Thomas Jefferson 
University, Philadelphia, PA 
MP 425 Characterization of a Novel Modification to 
Monoclonal Antibodies: Thioether Cross-Link of Heavy 
and Light Chains; Guillermo I. Tous; Ziping Wei; Jinhua 
Feng; Susanna Bilbulian; Stephen Bowen; Jaime Smith; 
Robert Strouse; Pat McGeehan; Jose Casas-Finet; Mark A. 
Schenerman; MedImmune. Inc., Gaithersburg, MD 
MP 426 Identification of Protein Ubiquitination and 
Sumoylation by nano-LC/MS/MS Analysis via a 
Quantitative Proteomics Approach; Mingxiang Lin; 
Christian Tagwerker; Peter Kaiser; Lan Huang; University 
of California, Irvine, CA 
MP 427 Characterization of Litopenaeus vannamei 
Antimicrobial Histones by Mass Spectrometry; Severine 
A. Patat; Kevin L. Schey; Medical University of South 
Carolina, Charleston, SC 
MP 428 Global and Differential Expression Proteomic Analysis 
of Post-translational Modifications from Human 
Histone H3 Variants; Benjamin A.  Garcia1; Sandra B. 
Hake2; Elizabeth M. Duncan2; Monika Kauer2; Jeffrey  
Shabanowitz1; C. David Allis2; Donald F.  Hunt1; 
1University of Virginia, Charlottesville, VA; 2Rockefeller 
University, New York, NY 
MP 429 Top-down MS Analysis of Microbial Growth States 
from Rhodopseudomonas palustris by Off-Line FPLC 
Fractionation and Capillary HPLC Interfaced to 
FTICRMS; Heather M. Connelly1; Dale Pelletier3; Fujun  
Zhou1; Nathan C. Verberkmoes1; Greg  Hurst2; Robert L. 
Hettich2; 1Graduate School of Genome Science & 
Technology, Oak Ridge, TN; 2Organic and Biological 
Mass Spectrometry, ORNL, Oak Ridge, TN; 3Life Sciences 
Division, ORNL, Oak Ridge, TN 
MP 430 Top Down Mass Spectrometric Analysis of Histone 
H2A Gene Family Members; Michael T. Boyne II; Craig 
A. Mizzen; Neil L. Kelleher; Unversity of Illinois, Urbana, 
IL 
MP 431 Exploring the Potential of Viral Capsids as Therapeutic 
Agents by LC/MS; Lars O  Liepold; Michelle L 
Flenniken; Debbie A Willits; Brian  Bothner; Trevor  
Douglas; Mark  Young; Montana State University, 
Bozeman, MT 
MP 432 Combining Biological Mutation with Protein ECD 
Fragmentation to Unravel the Post-Translational 
Modification Pattern of Histone H3; Robert J Chalkley1; 
Xin Zhang1; Shenheng Guan1; Robert L Diaz2; Judith 
Recht2; C D Allis2; Alan G Marshall3; A L Burlingame1; 
1UCSF, San Francisco, CA; 2Rockefeller Unversity, New 
York, NY; 3Florida State University, Tallahassee, FL 
MP 433 Distribution and Catalytic Requirement of the 22nd 
Genetically Encoded Amino Acid, L-pyrrolysine, in 
Methylamine Methyltransferases Analyzed by Mass 
Spectromtery; Rhonda L. Pitsch1; Jitesh  Soares1; Liwen 
Zhang1; Nanette M. Kleinholz1; R. Benjamin  Jones1; 
Jeremy J. Wolff2; Jonathan Amster2; Joseph A. Krzycki1; 
Kari B. Green-Church1; 1The Ohio State University, 
Columbus, OH; 2University of Georgia, Athens, GA 
MP 434 Oxindolealanine as a Biomarker for Cataract 
Development in the Human Lens; Lilia A. Rousseva; 
Elizabeth R. Gaillard; Victor Ryzhov; Northern Illinois 
University, DeKalb, IL 
MP 435 An LC-MS Based Assay for Screening Histone 
Expression and Posttranslational Modifications in 
Chronic Lymphocytic Leukemia (CLL); Xiaodan Su; 
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David M. Lucas; Liwen  Zhang; Melanie E. Davis; Amy R. 
Sklenar; Mark R. Parthun; Guido Marcucci; Michael R. 
Grever; John C. Byrd; Michael A. Freitas; The Ohio State 
University, Columbus, OH 
MP 436 Deciphering a Protein Mystery Involving Multiple 
Modifications and Mutations in Rubber Tree 
Proteinase Inhibitors by Mass Spectrometric Methods; 
Maggie Tam1; Xiaoting Tang1; Gerhard R. Munske1; 
Wannapa Sritanyarat1; Dhirayos Wititsuwannakul2; 
Rapepun Wititsuwannakul3; Gregory Pearce1; Clarence 
Ryan1; James E. Bruce1; William F. Siems1; 1Washington 
State University, Pullman, WA; 2Mahidol University, 
Bangkok, Thailand; 3Prince of Songkla University, Hat-
Yai, Thailand 
MP 437 Characterization of a Kappa IV Immunoglobulin Light 
Chain from a Patient with Systemic Primary 
Amyloidosis; Yan Jiang; Roger Theberge; Jeremy 
Eberhard; Greg Karamitis; Tatiana Prokaeva; Lawreen H. 
Connors; Martha Skinner; Catherine E. Costello; Boston 
University School of Medicine, Boston, MA 
MP 438 A Top-Down Approach for the Residue Localization of 
Cys-Specific Covalent Inhibitors in Proteins using 
Quadrupole Time-of-Flight Mass Spectrometry; Casey 
J. Krusemark; Mark T. Cancilla; Sunesis Pharmaceuticals, 
South San Fancisco, CA 
MP 439 Mass Spectrometric Investigation of Ribosome 
Gymnastics; Catalin E Doneanu; Dale Lindsley; Paul 
Boethius; Vi Nguyen; Jonathan Gallant; University of 
Washington, Seattle, WA 
MP 440 Determination of Histone Methylation by Stable 
Isotope Labeling of Amino Acids in Leukemia Cells; 
Chen Ren; Kalpana Ghoshal; Shujun Liu; Samson T. 
Jacob; Guido Marcucci; Michael A. Freitas; The Ohio State 
University, Columbus, OH 
MP 441 Structure and Regulation of the p85/p110 PI 3 –
kinases‡; Rutao Liu; Qin He; Haiyan Wu; Jonathan M. 
Backer; Mark R Chance*; Albert Einstein College of 
Medicine, Bronx, NY 
MP 442 A Mass Spectrometry and Atomic Force Microscopy 
Study of Posttranslationally Modified Immunoglobulin 
Light Chains from AL Patients; Roger Theberge; Yan 
Jiang; Zhenning Hong; Tatiana Prokaeva; Lawreen H 
Connors; Martha Skinner; Vickery Trinkhaus-Randall; 
Shawn Steeves; Catherine E Costello; Boston University 
School of Medicine, Boston, MA 
MP 443 Capturing the Domain-Specific Logic of p300 Auto-
Acetylation by Tandem Mass Spectrometry; Lihua 
Jiang1; Ling Wang2; Philip A Cole 2; Neil L Kelleher1; 
1University of Illinois at Urbana Champaign, Urbana, IL; 
2the Johns Hopkins University, Baltimore, MD 
CARBOHYDRATES 
MP 444 MALDI-MS Analysis of Highly Sulfated Carbohydrates 
using Room-Temperature Ionic Liquids as Matrices; 
Tatiana N. Laremore; Saravanababu Murugesan; Tae-Joon 
Park; Fikri Y. Avci; Dmitri V. Zagorevski; Robert J. 
Linhardt; Rensselaer Polytechnic Institute, Troy, NY 
MP 445 Molecular Weight Tagged Glycopeptide Library: 
Efficient Construction and Applications; Hiromi Ito1; 
Akihiko Kameyama1; Takashi Sato1; Katsue Kiyohara1; 
Yoshiaki Nakahara2; Hisashi Narimatsu1; 1AIST, Tsukuba, 
JAPAN; 2Tokai University, Hiratsuka, Japan 
MP 446 Analysis of 2-Aminobenzamide Derivatives of 
Caenorhabditis Elegans N-Glycans by Fluorescence 
Detection and Offline Mass Spectrometric Analysis; 
John F. Cipollo1; Antoine Awad2; Catherine E. Costello1; 
Carlos B. Hirschberg2; 1Boston University School of 
Medicine, Boston, MA; 2Boston University School of 
Dental Medicine, Boston, MA 
MP 447 Structural Analysis of Temperature-Dependent 
Variation and Intraspecies Diversity of the Endotoxin 
of Yersinia pestis by ESI FT-MS; Buko Lindner1; Andrei 
P Anisimov3; Otto Holst1; Gerald B  Pier2; Yuriy A 
Knirel4; 1Research Center Borstel, Borstel, Germany; 
2Harvard Medical School , Boston, MA; 3State Research 
Center of applied Microbiology, Obolensk, Russia; 
4Zelenski Institute of Organic Chemistry , Moscow, Russia 
MP 448 Multistage Mass Spectrometric Sequencing of Keratan 
Sulfate Relating Oligosaccharides; Toshikazu 
Minamisawa1; Kiyoshi Suzuki2; Jun Hirabayashi1; 1AIST, 
Ibaraki, Japan; 2Seikagaku Corporation, Tokyo, Japan 
MP 449 A Strategy for the Orthogonal Analysis of 
Proteoglycans Based on Positive and Negative Lectin-
Selection and MALDI MSn Structural Dissection; Roy 
Edward1; Rachel L  Martin1; David Gillooly2; Stine 
Bergholtz2; 1Shimadzu Biotech, Manchester, UK; 2Dynal 
Biotech ASA, Oslo, Norway 
MP 450 Identification by Negative Ion CID of N-Linked 
Carbohydrates Released from Glycoproteins with 
Emphasis on Biomarker Detection; David J. Harvey1; 
Royle Louise1; Catherine M. Radcliffe1; Gayle Ritchie1; 
Alison J. Critchley1; Clarence Tsang1; Pauline M. Rudd1; 
Raymond A. Dwek1; Jaak Jaeken2; 1University of Oxford, 
Oxford, UK; 2University of Leuven, Leuven, Belgium 
MP 451 On Membrane Glycoproteomic Approach using Micro-
Dispensing of Multiple Enzymes; Satoshi Kimura2; 
Akihiko Kameyama1; Shuuichi Nakaya2; Hiromi Ito1; 
Hisashi Narimatsu1; 1AIST, Tsukuba, Japan; 2Shimadzu 
Corporation, Kyoto, Japan 
MP 452 Application of HPLC Chip/MS Technology to 
Oligosaccharide Analysis; Milady Ninonuevo1; Hongfeng 
Yin2; Hyunjoo An1; Kevin Killeen2; Rudolf Grimm2; 
Carlito Lebrilla1; 1University of California, Davis, CA; 
2Agilent Technologies, Inc., Palo Alto, CA 
MP 453 Ion-Ion Reactions of Sulfated Oligosaccharides in a 
Quadrupole Ion Trap Mass Spectrometer; Brittany 
D.M. Hodges1; Ola M. Saad2; Julie A. Leary2; Scott A. 
McLuckey1; 1Purdue University, West Lafayette, IN; 
2University of California, Davis, CA 
MP 454 Miniaturized Permethylation Procedures for the 
Structural Characterization of Oligosaccharides by 
MALDI/TOF/TOF Tandem Mass Spectrometry; Pilsoo 
Kang; Yehia Mechref; Iveta Klouckova; Milos V. 
Novotny; Indiana University, Bloomington, IN 
MP 455 Controlled Depolymerization of Chondroitin Sulfate 
Chains and Analysis by Mass Spectrometry; Michael J. 
Bowman; Joseph Zaia; Boston University, Boston, MA 
MP 456 Automated Nanospray-Chip Technology for 
Monitoring Carbohydrates Released from Serum 
Glycoproteins for Biomarker Identification; David J. 
Harvey1; Louise Royle1; Alison J. Critchley1; Pauline M. 
Rudd1; Raymond A. Dwek1; Alistair Sterling2; Andrew 
Grady2; Mark Allen2; Jaak Jaeken3; 1University of Oxford, 
Oxford, UK; 2Advion BioSciences Ltd., Norwich, UK; 
3University of Leuven, Leuven, Belgium 
MP 457 The Study of Derivatization of Oligosaccharides using a 
Microchip for High-Sensitivity ESIMS Detection; 
Yutaka Takahashi1; Ryo Sakai1; Mitsuo Kitaoka1; 
Takehiko Kitamori2; 1The Association of Micro Chmical 
Process Tech., Kawasaki, Japan; 2The University of Tokyo, 
Tokyo, Japan 
MP 458 Mucin Isolation and Screening Glycan Biomarkers for 
Early Detection of Ovarian Cancer; Bensheng Li; Hyun-
Joo An; Crystal Kirmiz; Katherine S. Lancaster; Suzanne 
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Miyamoto; Carlito B. Lebrilla; University of California, 
Davis, CA 
MP 459 “Pyrolysis” and Analysis of Polysaccharides by 
Capillary Electrophoresis and High-Field Asymmetric 
Waveform Ion Mobility Spectrometry-Mass 
Spectrometry; Jianjun Li Li; Zhan Wang; Kenneth Chan; 
Eleonora Altman; National Research Council Canada, 
Ottawa, ON, Canada 
MP 460 A Novel Mass Spectrometric Method to Distinguish 
Isobaric Compounds that are Phosphorylated or 
Sulfated via Ion-Pairing Reagents; Ying Zhang; Hui  
Jiang; Heather Desaire; University of Kansas, Lawrence, 
KS 
MP 461 Linkage and Branch Analysis of N-Linked 
Oligosaccharide using Sequential Degradation/ Closed-
Ring Chromophore Labeling /Negative Ion Trap Mass 
Spectrometry; Guor-Rong Her; Hsing-Ling Cheng; Pei-
Jing Bai; National Taiwan University, Taipei, Taiwan 
MP 462 Chip-Based Nanoelectrospray with Precursor Ion 
Scanning Quadrupole/Linear Ion Trap Mass 
Spectrometry for Identification of a New Glycoform in 
RNase B; Sheng Zhang1; Brian L. Williamson2; 1Cornell 
University, Ithaca, NY; 2Applied Biosystems Inc./MDS 
Sceix, Framingham, MA 
MP 463 Characterization of Oligosaccharide from Chimeric 
and Hamster GM2 Antibody by MicroLC-ESI-MS; 
Yanni Zhang; Douglas John; Gordon King; Marc Retter; 
Claudia Jochheim; Corixa Corp., Seattle, WA 
MP 464 Early Detection of Ovarian Cancer using 
Oligosaccharide Biomarkers; Crystal Kirmiz; Hyun-Joo 
An; Bensheng Li; Katherine S Lancaster; Carlito B 
Lebrilla; University of California, Davis, CA 
GLYCOPROTEINS 
MP 465 Identification and Structural Analysis of 
Methylglyoxal-Insulin Adducts using MALDI-TOF MS 
and Q-TOF LC-MS/MS; Andrew R.S. Ross1; Xuming 
Jia2; Douglas J.H. Olson1; Wu Lingyun2; 1National 
Research Council Canada, Saskatoon, SK, Canada; 
2University of Saskatchewan, Saskatoon, SK, Canada 
MP 466 Comparison of Methods for the Detection of O-GlcNAc 
Modified Proteins; Lauren E Ball; Mary N Berkaw; Maria 
G Buse; Medical University of South Carolina, Charleston, 
SC 
MP 467 O.-Line Serial Lectin Affinity Chromatography – Mass 
Spectrometry: Fast and Easy Method for Analysis of 
Glycoproteins; Milan Madera; Yehia Mechref; Iveta 
Klouckova; Milos V. Novotny; Indiana University, 
Bloomington, IN 
MP 468 The Matrix Effect on the Analysis of Glycopeptides 
using Aminophenylboronic Acid Conjugated Magnetic 
Beads by MALDI-TOF; Jeong Heon  Lee 1; Mi Young  
Ha 2; Eun Kyu  Lee2; Yangsun  Kim1; 1Proteonik Inc. Lab, 
Ansan, Korea; 2Microbiochip Ct. Hanyang University, 
Ansan, Korea 
MP 469 Mass Spectrometry of Glycopeptides:  Optimizing 
Difficult Glycoform Separations to Improve Mass 
Spectral Quality; Beth L. Gillece-Castro; Paul R. 
Rainville; Thomas E. Wheat; Jeffrey R. Mazzeo; Waters 
Corp., Beverly and Milford, MA 
MP 470 Analysis of Glycosylation of Bovine Folate Binding 
Protein by MALDI and LC Mass Spectrometry; John C. 
Gebler; Peter J. Lee; Weibin Chen; Ying-Qing Yu; Waters 
Corporation, Miflord, MA 
MP 471 Characterization of Glycosylation Heterogeneity in 
Human Interleukin 22 (Produced in Mammalian Cells); 
Tammy L Tuley; Uma Kuchibhotla; Teresa Morehead; 
Lihua Huang; Eli Lilly and Company, Indianapolis, IN 
MP 472 Monoclonal Antibody Intact IgG Glycosylation Profile 
Identification and Characterization using QSTAR XL 
LC/MS/MS TOF Mass Spectrometry; Mei Lin; Michael 
Grace; Schering Plough Research Institute, Union, NJ 
MP 473 Evaluation of Glycopeptide Enrichment Methods for 
Mass Spectrometric Analysis of Glycosylated Proteins; 
Weibin Chen; Peter J. Lee; John C. Gebler; Waters 
Corporation, Milford, MA 
MP 474 Isolation and Characterization of GPI-Anchored 
Peptides by Hydrophilic Interaction Chromatography 
(HILIC) and MALDI Tandem Mass Spectrometry; 
Miren J Omaetxebarria1; Felix Elortza2; Per Hagglund3; 
Nigel M Hooper4; Jesus M Arizmendi5; Ole N Jensen1; 
1University of Southern Denmark, Odense, Denmark; 
2Cooperative Research Centre on Biosciences, Derio, 
Spain; 3Technical University of Denmark , Lyngby, 
Denmark; 4University of Leeds, Leeds, UK; 5University of 
The Basque Country, Bilbao, Spain 
MP 475 Selective Isolation and Identification of Glycosylated 
Human Serum Proteins Supported by Magnetic ConA 
Beads and MALDI-TOF/TOF-MS; Katrin Sparbier1; 
Irina Kessler1; Mark Flocco2; Catherine Stacey2; Markus 
Kostrzewa1; 1Bruker Daltonik GmbH, Leipzig, Germany; 
2Bruker Daltonics Inc., Billerrica, MA 
MP 476 Characterizing Glycoforms of Erythropoietin; Christian 
Neusuess; Matthias Pelzing; Uwe Demelbauer; Bruker 
Daltonik, Bremen, Germany 
MP 477 A New and Sensitive LC-MS Approach for PTM 
Characterization and High Sequence Coverage; Shiaw-
Lin Wu; Jeongkwon  Kim; William S. Hancock; Barry L. 
Karger; Northeastern University, Boston, MA  
MP 478 Specific Isolation of Glycopeptides using Functionalized 
Monolithic Columns; Kamal Tobal; Severine Le Gac; 
Cecile Cren-Olive; Christian  Rolando; University of 
Sciences and Technologies of Lille, Lille, France 
PHOSPHORYLATED PROTEINS 
MP 479 Phosphorylation of Bcr-Abl Kinase and its Downstream 
Substrates in Response to STI571 Treatment in Human 
Chronic Myelogenous Leukemia Cells; Xiquan  Liang1; 
Mahbod R. Hajivandi1; David  Wisniewski2; Bayard  
Clarkson2; Marilyn D.  Resh2; Marshall Pope1; 1Invitrogen, 
Carlsbad, CA; 2Memorial Sloan-Kettering Cancer Center, 
New York, NY 
MP 480 Mapping Phosphorylation Sites on Anaphase-
Promoting Complex 1 (Apc1) of Saccharomyces 
cerevisae using Hybrid Triple Quadrupole Linear Ion 
Trap Mass Spectrometer; Sahana Mollah1; Matthew P. 
Torres2; Michelle  Requard2; Christoph H. Borchers2; 
1Applied Biosystems, Foster City, CA; 2University of North 
Carolina, Chapel Hill, NC 
MP 481 Multi-step Derivatization of Phosphopeptides on 
Reversed-Phase Supports for Chemoenzymatic 
Phosphorylation Site Determination; Heinz Nika; David 
H. Hawke; Ryuji Kobayashi; UT-M.D. Anderson Camcer 
Center, Houston, TX 
MP 482 Post-Translational Modification of Streptococcal 
Proteins; Renata F  Soares; Susmitha  Rao; James S  
Paddick; David  Beighton; Karen A  Homer; King's 
College London, London, UK 
MP 483 The Recycling Mechanism of Raf-1 Kinase; Ming Zhou1; 
Thomas P Conrads1; Michele K Dougherty2; Jurgen 
Muller2; Daniel A Ritt2; Timothy D Veenstra1; Terry D 
Copeland2; Deborah K Morrison2; 1SAIC-Frederick, Inc., 
Frederick, MD; 2National Cancer Institute at Frederick, 
Frederick, MD 
MP 484 Mass Spectrometric Characterization of Akt2 
Phosphorylation; Shihong Wang; Yan-Hui Liu; William  
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Windsor; Rosalinda Syto; Chandra  Kumar; Birendra N.  
Pramanik; Schering-Plough Research Institute, 
Kenilworth, NJ 
MP 485 MLCK1 Phosphorylation by Tyrosine Kinase Abl; 
Yurong Guo; Steve M Dudek; Joe G N Garcia; Johns 
Hopkins University, Baltimore, MD 
MP 486 Identification of Phosphorylated Proteins of 
Mammalian Mitochondrial Ribosomes; Jennifer L. 
Miller; Hasan Koc; George Y. Soung; Emine C. Koc; 
Pennsylvania State University, University Park, PA 
MP 487 Optimization of beta-Elimination/Michael Addition 
Chemistry and Prerequisite Protein Oxidation for 
Phosphoserine Determination; Waleed Nasser; David H. 
Hawke; Ryuji Kobayashi; UT-M.D. Anderson Camcer 
Center, Houston, TX 
MP 488 Characterization of the Maturation-Associated 
Dephosphorylation and Structural Changes of 
Hepadnavirus Nucleocapsids; David H. Perlman; 
Zhenning Hong; Eric A. Berg; Mark E. McComb; Peter B. 
O’Connor; Jianming Hu; Catherine E. Costello; Boston 
University School of Medicine, Boston, MA 
MP 489 Quantitative Analysis of a Singly and Doubly 
Phosphorylated Peptide in the Circadian Clock-Related 
Protein (KaiC) by Nano-Flow LC/ESI-MS; Yoshinori 
Satomi1; Taeko Nishiwaki2; Masato Nakajima2; Reiko 
Kiyohara2; Hakuto Kageyama2; Yohko  Kitayama2; Mioko  
Temamoto2; Atsushi  Hijikata2; Hideo Iwasaki2; Takao  
Kondo2; Toshifumi Takao1; 1Institute for protein research, 
Osaka University, Suita, Osaka, Japan; 2Nagoya 
university, Nagoya, Japan 
MP 490 Identification of Phosphorylation Sites on Murine 
Cortactin using Fe(III) IMAC Enrichment and 
Reversed-Phase C18 LC-MS/MS Analysis; Erin D. 
Jeffery; Pablo Grigera; J. Thomas Parsons; Donald F. 
Hunt; University of Virginia, Charlottesville, VA 
MP 491 Determination of Phosphorylation Sites using MS^n on 
a MALDI QIT TOF MS; Brian K Stall13; Etienne  
Waelkens2; Rachel L Martin13; 1Shimadzu Biotech, 
Woburn, MA; 2K.U. Leuven, Leuven, Belgium; 3Shimadzu 
Biotech, Manchester, UK 
MP 492 MOAC: Metal Oxide Affinity Chromatography used 
for the Analysis of Protein Phosphorylation; Florian 
Wolschin; Stefanie Wienkoop; Wolfram Weckwerth; Max-
Planck Institute of Molecular Plant Physiology, Potsdam, 
Germany 
MP 493 Evaluation of the Changes in Phosphorylation of 
Limulus Photoreceptor Myosin III in Response to 
Circadian Neural Input and Light/Dark Stimuli; Helene 
L Cardasis1; Stanley  Stevens Jr1; McClung Scott1; Karen 
Kempler2; David H Powell1; John R Eyler1; Barbara-Anne 
Battelle2; 1University of Florida, Gainesville, FL; 2Whitney 
Laboratory, St. Augustine , FL 
MP 494 LC-MS and MS/MS of Multiply Phosphorylated His-
Tages Derived from His-Aurora-2 Expressed in 
Bacteria; Ping Du; Pat  Loulakis; Julie Xie; Samuel 
Simons; Kieran Geoghegan; Groton Laboratories, Pfizer 
Inc., Groton, CT 
MP 495 Quantification of Adhesion-Dependent Phosphorylation 
of the EGF Receptor by Stable Isotope Labeling and 
MALDI Mass Spectrometry; Elisabetta Boeri Erba1; 
Rune Matthiesen1; Waltraud Schulze3; Paola Di Stefano2; 
Sara Cabodi 2; Guido  Tarone2; Paola Defilippi2; Ole N. 
Jensen1; 1Protein Research Group Univ. of Southern 
Denmark, Odense, Denmark; 2Genetics, Biology and 
Biochemistry Univ. of Torino, Torino, Italy; 3Center for 
Experimental BioInformatics, Odense, Denmark 
MP 496 High-Throughput Phosphoproteome Analysis of the 
Arabidopsis Thaliana Plant; Camille N Strachan1; 
Stanley Stevens1; Alice Harmon1; Issa Isaac2; Marjorie 
Chow1; 1University of Florida, Gainesville, FL; 2Genomic 
Solutions, Ann Arbor, MI 
MP 497 Platelet Activation Involves Phosphorylation of the 
Cytoskeletal Protein Talin; A. Celeste Ptak1; Boris 
Ratnikov2; Todd Huffman1; Mark Ginsberg2; John  
Lawrence1; Jeffrey Shabanowitz1; Donald Hunt1; 
1University of Virginia, Charlottesville, VA; 2University of 
California, San Diego, CA 
MP 498 Isolation of Phosphopeptides using Fe(III)-
Nitrilotriacetic Acid Complexes Immobilized on a 
MALDI Plate; Jamie D. Dunn; Yingda Xu; J. Throck 
Watson; Merlin L. Bruening; Michigan State University, 
East Lansing, MI 
MP 499 Trehalose-6-Phosphate Synthase: Mass Spectrometry-
Based Characterization of Multisite Phosphorylation 
Dynamics based on Peptide Substrates; Mirko Glinski; 
Nima Keshvari; Wolfram Weckwerth; Max Planck 
Institute of Molecular Plant Physiology, Potsdam, 
Germany 
MP 500 p27 Revisited: MS Identification of Thr198 as a Major 
Site in Akt-Dependent Phosphorylation; Alessia Costa; 
Maria B Saccardo; Henryk M Kalisz; Sonia Troiani; Elena 
Ardini; Luisa Rusconi; Nerviano Medical Sciences, 
Nerviano, Italy 
MP 501 Idenification of Protein Kinase Drak2 Phosphorylation 
Sites using Mass Spectrometry-Based Methods; Meng 
Cui; Monica Eberhard; Craig  Walsh; Lan Huang; 
University of California, Irvine, CA 
PROTEOMICS:  CANCER RELATED BIOMARKERS 
MP 502 Peptide Profiling of Microdissected Breast Cancer Cells 
by MALDI-TOF-MS; Arzu Umar; A. Mieke 
Timmermans; Johannes C.H. Dalebout; John A. Foekens; 
Theo M. Luider; Erasmus University Medical Center, 
Rotterdam, The Netherlands 
MP 503 Rapid Discovery of Preclinical Protein Biomarkers for 
Therapeutic Development; Scott E Warder; Tamara J 
Strelitizer; Lora A Tucker-Garcia; Joseph L Meuth; Tobias 
C Paquet; Anita Saraf; Jason A Stavropoulos; Jason V 
Brooks; Jieyi Wang; Randy L Bell; John C Rogers; Abbott 
Laboratories, Abbott Park, IL 
MP 504 Comparative Proteomics of Neonatal Liver Disease: 
Use of Difference Gel Electrophoresis and Mass 
Spectrometry in Biomarker Discovery; Lewis M. 
Brown1; Ronald J. Sokol2; Mark W. Duncan1; 1U. 
Colorado Health Sci Ctr., Aurora, CO; 2U. Colorado 
Health Sci. Ctr./Children's Hosp., Denver, CO 
MP 505 Proteomic Analysis of Ductal Carcinoma in situ for 
Biomarker Screening of Breast Cancer; Kyu H. Park1; 
Fred R.  Miller2; David M. Lubman1; 1University of 
Michigan, Ann Arbor, MI; 2Barbara Ann Karmanos 
Cancer Institute, Detroit, MI 
MP 506 Protein Profiles of Breast Carcinoma Cerebrospinal 
Proteins Analyzed by SELDI-TOF MS; Lennard 
Dekker1; Dorothe Linders2; Johannes Bonfrer2; Willem 
Boogerd2; Tiny Korse2; Guenther  Stockhammer4; Marcel 
Verbeek3; Guido Jenster1; Peter Sillevis Smitt1; Theo 
Luider1; 1ErasmusMC, Rotterdam, The Netherlands; 2The 
Netherlands Cancer Institute, Amsterdam, The 
Netherlands; 3University Medical Center Nijmegen, 
Nijmegen, The Netherlands; 4Innsbruck Medical 
University, Innsbruck, Austria 
MP 507 Identification of Cancer-Relevant Proteins in the 
Human Prostate Proteome; Amira Wohabrebbi; Sarka 
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Beranova-Giorgianni; University of Tennessee Health 
Science Center, Memphis, TN 
MP 508 Protein Profiling of Serum from Prostate Cancer 
Patients by Isotope-Coded Affinity Tags (ICAT) 
Analysis; Ying Wai Lam; Peiyu Sun; Karin M Green; 
James E Evans; Shuk-mei Ho; University of Massachusetts 
Medical School, Worcester, MA 
MP 509 Identification of Protein Expression in Breast 
Carcinoma by Two-Dimensional Liquid 
Chromatography Mass Spectrometry; Rieko Goto1; 
Yasushi Nakamura2; Shohei Shioyama1; Yasuhiro 
Yamashita1; Naoe Yamane1; Hisami Murai1; Kennichi 
Kakudo2; Zenzaburo Tozuka1; 1JCL Bioassay Co.Ltd., 
Nishiwaki-shi, Hyogo, Japan; 2Wakayama Medical 
College, Wakayama-shi, Wakayama, Japan 
MP 510 The Secretory Proteome of Aggressive and Non-
Aggressive Melanoma Cell Lines; Flaubert Mbeunkui; 
Oystein Fodstad; Lewis K Pannell; Cancer Research 
Institute, Univ. of South Alabama, Mobile, AL 
MP 511 Development of a Biomarker Discovery Platform Based 
upon Ultrafiltration-LC-FTICR-MS Applied to 
Ovarian and Pancreatic Cancer; Kenneth L. Johnson; 
Christopher J. Mason; M. Cristine Charlesworth; Yuko 
Ogata; William A. Cliby; Janet E. Olson; David C. 
Muddiman; Mayo Clinic College of Medicine, Rochester, 
MN 
MP 512 The Secretory Proteomes of Human Lung M-BE Cells 
at the Different Passages; Xiaomin Lou1; Ting Xiao3; 
Kang Zhao1; Shaokun Shu1; Shujun Cheng3; Yanning 
Gao3; Siqi Liu1; Ningzhi Xu1; 1 Beijing Genomics Institute, 
CAS, Beijing, China; 2Beijing Proteomics Institute, 
Beijing, China; 3Cancer Institute, CAMS, Beijing, China 
MP 513 Proteomic Analysis of Estrogen Effect on Breast 
Cancer Development using a 2-D Liquid & Hybrid 
MALDI Ion Trap/TOF Mass-Mapping Technique; Jia  
Zhao1; Fan Xiang3; Fred R. Miller2; David M. Lubman1; 
1University of Michigan, Ann Arbor, MI; 2Karmanos 
Cancer Institute,Wayne State University, Detroit, MI; 
3Shimadzu Biotech, Pleasanton, CA 
MP 514 Discovery and Validation of Breast Cancer Biomarkers 
via Semi-Quantitative Peptide Pattern Analysis; Qinhua 
(Cindy) Ru1; Luwang (Andy) Zhu1; Yonghong Zhang1; 
Jordan  Silberman1; Weihong  Sun1; Henry Brzeski1; 
Michael Liebman1; Craig Shriver2; 1Windber Research 
Institute, Windber, PA; 2Walter Reed Army Medical 
Center, Washington, DC 
MP 515 Differential Labeling Plays a Key Role in the Search for 
Endometrial Cancer Markers from Clinical Tissue; 
Leroi V. DeSouza1; Jingzhong  Guo1; Mary Joe 
Rodrigues2; Georg Diehl1; Alexander D. Romaschin3; 
Terence J. Colgan2; K. W. Michael Siu1; 1York University, 
Toronto, ON, Canada; 2Mt. Sinai Hospital, Toronto, ON, 
Canada; 3University Health Network, Toronto, ON, 
Canada 
MP 516 The Invasive Proteome: Analyzing Differentially 
Expressed Proteins from Infiltrating Tumor Cells in 
Glioblastoma Multiforme using Mass Spectrometry; 
John R. Floyd; Reid C. Thompson; Caprioli M. Richard; 
Vanderbilt University Medical Center, Nashville, TN 
MP 517 A Novel Method to Detect Tumor-Related Secreted 
Proteins; Wantao Ying1; Ting Xiao2; Lei Li1; Yanning 
Gao2; Yun Cai1; Shujun Cheng2; Xiaohong Qian1; 1Beijing 
Institute of Radiation Medicine, Beijing, China; 2Cancer 
Institute, Chinese Academy of Medical Scien, Beijing, 
China 
MP 518 Development of Chromatographic-Based Serum Assays 
for the Diagnosis of Ovarian Cancer using Surface 
Enhanced Laser Desorption/Ionization (SELDI) TOF-
MS; Zheng Wang; Christine  Yip; Shanhua  Lin; Xiaoying 
Meng; Fujun  Zhang; Lee  Lomas; Scot Weinberger; Bill  
Sullivan; Eric T. Fung; Ciphergen Biosystems, Inc., 
Fremont, CA 
MP 519 Proteomic Analysis of Endometrioid Ovarian Cancer 
with Varying Mutations; Hyeyeung  Kim1; Rong  Wu2; 
Kathleen R. Cho2; David M. Lubman1; 1Dept. of 
Chemistry, University of Michigan , Ann Arbor, MI; 2Dept. 
of Pathology, University of Michigan, ann arbor, MI 
MP 520 Study of Protein Differential Abundance Between 
Invasive and Metastatic Breast Tumor Cells using 
Laser Capture Microdissection, Isotopic Labeling and 
NanoLC-MS/MS; Li Zang1; Sonika  Dahiya2; Victor 
Andreev1; Dennis C.  Sgroi2; Barry L. Karger1; 1Barnett 
Institute, Northeastern University, Boston, MA; 2Mass 
General Hospital, Boston, MA 
MP 521 Breast Tumor Metastasis-Associated Proteins Revealed 
by 2D Liquid Separation; Paweena Kreunin1; Virginia  
Urquidi2; David M Lubman1; Steve Goodison3; 1University 
of Michigan, Ann Arbor, MI; 2University of California, La 
Jolla, CA; 3University of Florida, Jacksonville, FL 
MP 522 A Proteomic Search for Colorectal Cancer Biomarkers 
using the ApcMin Mouse Model; Edward L. Huttlin; 
Adrian D. Hegeman; Xiaodi  Chen; Clark J. Nelson; 
William M. Ehrhardt; Amy C.  Harms; William F. Dove; 
Michael R. Sussman; University of Wisconsin, Madison, 
WI 
MP 523 Exploring Serum Biomarkers for Pancreatic Cancer by 
Prefractionation, 2D-LC Separation and Mass 
Spectrometry Identification; Jianzhong Chen; Diane M 
Simeone; David M Lubman; University of Michigan, Ann 
Arbor, MI 
MP 524 Differential Protein Expression in Geldanamycin-
Resistant A549 Human Lung Carcinoma Cells 
Identified by Two-Dimensional Gel Electrophoresis 
(2DGE) and Nanolc-MS/MS; M. Cristine Charlesworth; 
Benjamin J. Madden; David O. Toft; Charles Erlichman; 
David C. Muddiman; Mayo Clinic College of Medicine, 
Rochester, MN 
MP 525 Proteomics-Based Discovery of α-enolase Autoantibody 
in Sera of Lung Adenocarcinoma; Toyofumi Nakanishi; 
Kazuhiko Ueda; Toru Takeuchi; Hitoshia Murao; Akira 
Shimizu; Osaka Medical College, Takatsuki, JAPAN 
MP 526 Qualitative and Quantitative Proteomic Approaches to 
Biomarker Discovery of Hepatocellular Carcinoma; 
Rong Zeng; Chen Li; Rong-Xia Li; Xin-Jun  Cao; Chia-
Hui Shieh; Qi-Chang Xia; Shanghai Institutes for 
Biological Sciences, Shanghai, China 
PROTEOMICS:  COMPARISON TO FUNDAMENTAL 
TECHNIQUES 
MP 527 Proteomic Profiling of Lipid Rafts from Rat 
Hippocampal Neurones; Andrew J. Thompson1; Ritchie 
Williamson1; Helen Byers2; Kit-Yi Leung2; Diane Hanger1; 
Malcolm Ward2; Brian Anderton1; 1Institute of Psychiatry, 
King's College London, London, UK; 2Proteome Sciences 
PLC, London, UK 
MP 528 Double Standards in Proteomics: Direct Comparative 
Assessment of Difference in Gel Electrophoresis and 
Metabolic Stable Isotope labeling; Annemieke Kolkman; 
Eef HC Dirksen; Monique Slijper; Albert JR Heck; Utrecht 
University, Utrecht, The Netherlands 
MP 529 Quantitative Comparison of Proteomic Data Quality 
Between a 2D and 3D Quadrupole Ion Trap; Adele R  
Blackler1; Aaron A Klammer2; Michael J Maccoss1; 
Christine C  Wu2; 1University of Colorado Health Sciences 
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Center, Aurora, CO; 2University of Washington, Seattle, 
WA 
MP 530 Comparison of Online Step, Online Gradient and 
Offline Gradient SCX for MDLC MS/MS of Complex 
Proteome Samples; Kerry Nugent; Ron Bobel; Peter Kent; 
Lori Ann Upton; Michrom Bioresources, Auburn, CA 
MP 531 Complimentary Approaches for Enhancement of 
Protein Identification by MS for Analysis of Heart 
Failure in Swine Model; Irina Neverova1; Jennifer E. Van 
Eyk2; 1Queen's University, Kingston, ON, Canada; 2Johns 
Hopkins University, Baltimore, MD 
MP 532 Comparative Proteomics between LC MALDI and 1D 
SDS PAGE in Gel Digestion using E. coli Heparin-
Binding Proteins; Samuel L.  Perkins1; Lili  Niu1; 
Matthew M. Champion2; Deborah A. Siegele1; James C. 
Hu1; David H. Russell1; 1Texas A&M University, College 
Station, TX; 2Applied Biosystems, Foster City, CA 
MP 533 Assessment of High Versus Low Mass Accuracy 
MS/MS for Complex Mixture Analysis in Proteomics; 
Boris Macek1; Jesper V. Olsen1; Yong Zhang2; Matthias 
Mann1; 1University of Southern Denmark, Odense, 
Denmark; 2Beijing Genomics Institute, Beijing, China 
MP 534 A Comparison of IRMPD Versus CID Fragmentation 
of Enzymatically Cleaved Peptides in a Simple Mixture 
with Online LC Coupling; Wolfgang Metelmann-Strupat; 
Martin  Zeller; Robert Malek; Stevan Horning; Helmut 
Muenster; Thermo Electron Corp., Bremen, Germany 
MP 535 HPLC connected to ICP/MS, ESI/MS and  
MALDI/TOF for Parallel Study of Mn2+ Inducing 
Proteins in  Deinococcus radiodurans; Chi-Yang Lee; 
Hui-Yu Lee; Jong-Kang Liu; Jentaie Shiea; National Sun 
Yat-Sen Univ., Kaohsiung, Taiwan 
MP 536 Instrumental Configuration Analysis Based on 
Statistical Analysis of Basic Chemical Parameters of 
Identified Peptides in Large Scale Proteomics Studies; 
Martin Ethier; Daniel Figeys; Ottawa Institute of System 
Biology, Ottawa, Canada 
MP 537 Protein Identification using Direct Infusion and 
Nanoflow HPLC Nanoelectrospray Ionization Mass 
Spectrometry; Sixue  Chen; Donald Danforth Plant 
Science Center, St. Louis, MO 
MP 538 Characterization of Sources of Variability in LC-
MS/MS Analysis of Protein Complexes; W. Hayes  
McDonald; Trish K.  Lankford; Gregory B.  Hurst; Dale A.  
Pelletier; Denise D.  Schmoyer; Stephen J.  Kennel; Oak 
Ridge National Lab, Oak Ridge , TN 
MP 539 Evaluation of Two Hybrid ESI-FT-ICR Mass 
Spectrometers for Top-Down Proteomics; Benjamin J.  
Madden; Adam M. Hawkridge; H. Robert Bergen, III; 
David C. Muddiman; Mayo Clinic College of Medicine, 
Rochester, MN 
MP 540 Optimization of MultiDimensional Protein 
Identification Technologies (MudPIT) for Fourier 
Transform Ion Cyclotron Resonance (FT-ICR) Mass 
Spectrometry; TuKiet T. Lam; Walter McMurray; 
Kathryn L.  Stone; Erol E. Gulcicek; Christopher 
Colangelo; Kenneth  Williams; WM Keck Foundation BRL, 
New Haven, CT 
MP 541 A new LC MS/MS Method for Protein Identification 
and Characterization; Heyi  Yang; Zhongyin Zhang; 
Albert Einstein college of medicine, Bronx, NY 
PROTEOMICS:  NEW METHODS 
MP 542 Combining On-line Affinity Capture with a Robotic 
LC-MALDI Interface; Jacek Stupak; Bryce Young; Liang 
Li; University of Alberta, Edmonton, Alberta, Canada 
MP 543 Proteomic Analysis of Human Tears; Nan Wang1; Nan 
Li1; Jing Zheng1; X. Michael Liu2; Bill Lever2; Paul 
Erickson2; Liang Li1; 1University of Alberta, Edmonton, 
Canada; 2Bausch & Lomb, Inc., Rochester, NY 
MP 544 Global Analysis of DNA-Binding Proteins in 
Saccharomyces Cerevisiae using modified Chromatin 
Immunoprecipitation and Mass Spectrometry; Jean-
Philippe Lambert; Daniel Figeys; Ottawa Institute of 
Systems Biology, Ottawa, ON, Canada 
MP 545 Interfacing LC to ESI- and MALDI-MS/MS Analyses 
toward High-Throughput and High Content 
Proteomics; Ali Kettani1; Sergei Dikler1; Stephanie 
Hahner2; Oksana Gvozdyak1; Detlev Suckau2; Catherine 
Stacey1; 1Bruker Daltonics Inc., Billerica, MA; 2Bruker 
Daltonics GmbH.,, Bremen, Germany 
MP 546 Top-Down Sequence and Modification Analysis of 
Histones using reISD and T3-Sequencing; Anja 
Resemann1; Detlev Suckau1; Wilma Dormeyer2; Katalin 
Toth2; Martina Schnölzer2; 1Bruker Daltonik GmbH, 
Bremen, Germany; 2Deutsches Krebsforschungszentrum, 
Heidelberg, Germany 
MP 547 Differential Protein Accumulation in Brassica Napus in 
Response to Differential Low Temperature Treatments; 
Russell G. Trischuk1; Jay L. Lorch23; G. Reid Asbury23; 
Viola C. Ruddat23; Lawrence V. Gusta1; 1University of 
Saskatchewan, Saskatoon, Saskatchewan, Canada; 2GE 
Healthcare, Sunnyvale, CA; 3GE Healthcare, Piscataway, 
NJ 
MP 548 Derivatization of the C-Termini of Peptides with 
Formic Acetic Anhydride and a Phenol for C-Terminal 
Sequencing with MALDI-MS; Takashi Nakazawa1; 
Minoru Yamaguchi2; Mutsumi Oka1; Mayu Ishida1; Hiroki 
Kuyama2; Takashi Obama2; Eiji Ando2; Taka-aki 
Okamura3; Norikazu Ueyama3; Shigemi Norioka3; 1Nara 
Women's University, Nara, Japan; 2Shimadzu Corporation, 
Kyoto, Japan; 3Osaka University, Osaka, Japan 
MP 549 Pathway Discovery with a vMALDI/LTQ Mass 
Spectrometer; Jun Qin; Jung-Jung Mu; Yehua Li; Yi 
Wang; Baylor College of Medicine, Houston, TX 
MP 550 Shotgun Proteomic Analysis of Ralstonia Solanacearum 
by Accurate Mass using pI Separation; Jeremy J. Wolff; 
Huanli Lu; Dennis Batin; Tim Denny; I. Jonathan Amster; 
University of Georgia, Athens, GA 
MP 551 Protein Complex Dynamics Detected by Mass 
Spectrometry Coupled with Amino Acid Coded Mass 
Tagging; Yu-Chun Du; Sheng Gu; Tianyi Wang; Jianhong 
Zhou; Hong Cai; Mark A. MacInnes; E. Morton Bradbury; 
Xian Chen; Los Alamos National Laboratory, Los Alamos, 
NM 
MP 552 High Sensitive MS/MS Analysis of MALDI QIT-TOF 
MS Combined with Novel MALDI Surfaces for On-
Chip Concentration; Yuzo Yamazaki1; Keisuke Shima1; 
Masaki Yamada1; Christopher M.  Belisle2; Douglas P. 
Greiner2; John A.  Walker, II2; 1Shimadzu Corporation, 
Kyoto, Japan; 2LCI, Fremont, CA 
MP 553 Molecular Cargo Ships:  Employing Carrier Proteins to 
Lower the Detection Limits of Peptides; Jason G. 
Williams; Katina L. Johnson; Kenneth B. Tomer; National 
Institute of Environmental Health Science, Research 
Triangle Park, NC 
MP 554 A Systems Biology Approach to Acute Valproic Acid 
Hepatic Toxicity; Ricky D. Edmondson; Richard C. Jones; 
Jason T. Taylor; Michael J. Ford; Richard D. Beger; Laura  
Schnackenberg; James C. Fuscoe; Weida  Tong; Yvonne P. 
Dragan; FDA/NCTR, Jefferson, AR 
MP 555 Annotation of Bacillus Subtilis Genome using 
Proteomic Data; Hitomi Okada1; Yasunobu Murata1; 
Hideki Matuzaki1; Yoko Ishino2; Shu Ishikawa3; Naotake 
Ogasawara3; Hisaaki Taniguchi4; 1Riken, Mikazuki, Japan; 
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2University of Hiroshima, Hiroshima, JAPAN; 3NAIST, 
Nara, Japan; 4University of Tokushima, Tokushima, Japan 
MP 556 Optimizing LC ESI MS/MS in Tandem with Off-line 
LC MALDI MS/MS for the Analysis of Complex 
Mixtures; Tony J. Tegeler; Dariusz J. Janecki; Jin Sam 
You; Indiana Centers for Applied Protein Sciences, 
Indianapolis, IN 
MP 557 An Integrated Approach to the Identification of Serum 
Peptides using MALDI-TOF in Combination with 
AP/MALDI-Ion Trap Mass Spectrometry; Lucy V 
Ratcliffe; Colin S Creaser; Robert C Rees; Nottingham 
Trent University, Nottingham, UK 
MP 558 A New Analytical Method for Amino Acid Sequencing 
and Disulfide Mapping by 1,5-Diaminonaphtalene 
(DAN) as a Reductive Matrix; Yuko Fukuyama; Shinichi 
Iwamoto; Koichi Tanaka; Shimadzu Corporation, Kyoto, 
Japan 
MP 559 A New Sample Deposition Device for LC-MALDI Mass 
Spectrometry; J. Bryce Young; Xinlei Yu; Liang Li; 
University of Alberta, Edmonton, AB Canada 
MP 560 Analysis of the Reproducibility of the LC-MALDI 
Analytical Platform as Used for Proteomic Analyses 
and Biomarker Discovery; Stephen J. Hattan1; Jason 
Marchese2; Ken Parker2; Nikita Khainovski3; Peter  
Juhasz3; Darryl Pappin1; 1Applied Biosystems, 
Framingham, MA; 2MDS Sciex, Framingham, MA; 3BG 
Medicine, Waltham, MA 
MP 561 Top-Down Proteomics using a MALDI-TOF-TOF 
Instrument; Kevin L. Schey; Zhaoyang Liu; John 
Schwacke; Medical University of South Carolina, 
Charleston, SC 
MP 562 Capillary Electrophoresis Combined with Matrix-
Assisted Laser Desorption/Ionization Mass 
Spectrometry and Native Fluorescence Detection for 
Protein Analysis; Jan Preisler; Josef Havel; Patrik Vrabel; 
Ondrej Pes; Masaryk University, Brno, Czech Republic 
PROTEOMICS:  QUANTITATION (iTRAQ) 
MP 563 Use of iTRAQ–Technology for Prevalidation of Protein 
Biomarkers Identified by 2-Dimensional Gel 
Electrophoresis and MALDI-MS; Kerstin Fella1; 
Dietmar Waidelich2; Dietrich Merkel2; Volker Kruft2; 
Michael Karas1; Michaela Kroeger3; Matthias 
Glueckmann2; 13Johann-Wolfgang Goethe University, 
Frankfurt, Germany; 2Applied Biosystems, Darmstadt, 
Germany; 3Merck KGaA, Institute of Toxicology, 
Darmstadt, Germany 
MP 564 Protein Expression Profiling of Mouse Liver Hepatic 
Golgi/Endosome (G/E) Fractions; Eric Winstall1; Sanjeev 
Bhardwaj2; Marjorie Minkoff2; Christian Lessard1; 
Danielle Caron1; Sylvie Bourassa1; Isabelle Kelly1; George 
Pelletier1; Fernand Labrie1; Guy G. Poirier1; Robert Faure1; 
1Centre de recherche du CHUL, Université Laval, Quebec, 
Qc Canada; 2Applied Biosystems, Framingham, MA 
MP 565 Quantitative Shotgun E. coli Proteome Analysis with 
Isobaric Tags: Identification of Experimental Outlier 
Datapoints and Comparison to Two-Dimensional 
Protein Electrophoresis; Kelvin H. Lee; Leila H. Choe; 
Kunal Aggarwal; Cornell University, Ithaca, NY 
MP 566 Multiplexed Isotopic Labelling (iTRAQ) Combined 
with High Resolution Multidimensional Liquid 
Chromatography for LCMSMS based Interogation of 
Embryonic Stem Cell Differentiation; Duncan L Smith1; 
Andrew JK Williamson1; John  Griffiths2; Richard  
Unwin2; Christophe Lancrin1; Georges Lacaud1; Valerie 
Kouskoff1; Anthony D Whetton2; 1Paterson Institute for 
Cancer Research, Manchester, UK; 2University of 
Manchester, Manchester, UK 
MP 567 Comparison of Proteome Changes (using iTRAQ 
Isobaric Tagging Methodology) with Transcriptomic 
Changes Induced by the Oncogene TEL/PDGFRβ; 
Richard D Unwin1; Andrew Pierce1; David W Sternberg2; 
Anthony D Whetton1; 1University of Manchester, 
Manchester, UK; 2Mount Sinai Medical School, New York, 
NY 
MP 568 Identification and Quantitation of Phosphopeptides 
Utilizing Isobaric Tagging Reagents; Steven Guertin; 
Philip Ross; Darryl Pappin; Applied Biosystems, 
Framingham, MA 
MP 569 Implementation of Multiplexed iTRAQ™ Quantitation 
Tags on Ion Trap Instruments; Betty Chang1; Mustafa 
Unlu2; Karl  Clauser1; Steven A Carr1; 1Broad Institute of 
MIT and Harvard, Cambridge, MA; 2Computational and 
Systems Biology, MIT, Cambridge, MA 
MP 570 New Strategy for Quantitation using Multiplexed 
Amine-Specific Labeling Reagents; Xue Ge; Jun Shen; 
Taegen Clary; Ying Cheng; Cynthia Sun; Babu 
Subramanyam; Jih-Lie Tseng; Berlex Biosciences, 
Richmong, CA 
MP 571 Quantitative Proteomic Analysis of Plasma Proteomes 
of Alzheimer’s Disease; Rong Wang; Georgia Dolios; 
Helena Costa; Mount Sinai School of Medicine, New York, 
NY 
MP 572 A Comprehensive Cellular Snapshot using Multiple 
Protein Profiling Technologies; Matthew J Berberich; 
Kathy Stone; Mary LoPresti; Terence  Wu; Sherman  
Weissman; Kenneth Williams; Christopher Colangelo; 
Yale University, New Haven, CT 
MP 573 Relative Quantitation of iTRAQ™ Labeled Peptides by 
Mass Spectrometry; Louisette J.  Basa; Viswanatham 
Katta; William E. Haskins; Pamela K. Cochran; 
Genentech, Inc., So. San Francisco, CA 
MP 574 Advanced LC/MS Workflows for Protein Biomarker 
Discovery and Identification using nano-LC/ESI/MS 
and LC/MALDI/MS; Jun Liu; 1Applied Biosystems, 
Foster City, CA; 2Applied Biosystems, Foster City, CA 
MP 575 Evaluation of Amine-Specific Isobaric Labeling 
(iTRAQ) and LC/MALDI Method for Quantitative 
Analysis of Rodent Brain Protein Expression; Jin Qian; 
Tong Liu; Jun Hu; Kenneth Wannemacher; Stella Elkabes; 
Patrizia Casaccia-Bonnefil; Hong Li; University of 
Medicine and Dentistry of New Jersey, Newark, NJ 
MP 576 Detection and Quantification of Non-Enzymatic 
Glycation of Milk Proteins by using Isotopic Tags 
LC/MS Analysis; Bernd Stahl1; Gilda Georgi1; Joerg 
Dojahn 2; Jianru Stahl-Zeng2; 1Numico Research Germany, 
Friedrichsdorf, Germany; 2Applied Biosystems Germany, 
Darmstadt, Germany 
MP 577 Exploring Antibiotic Resistance with Isobaric Tags; 
Alexander Scherl1; Patrice  Francois2; Manuela Bento2; 
Alexandre Masselot3; Pierre-Alain Binz3; Christine 
Hoogland4; Ron D. Appel4; Catherine G Zimmermann-
Ivol1; Jean-Charles Sanchez1; Jianru  Stahl-Zeng5; Jacques 
Schrenzel2; Denis Hochstrasser1; 1Geneva University, 
Geneva, Switzerland; 2Geneva University Hospital, 
Geneva, Switzerland; 3GeneBio SA, Geneva, Switzerland; 
4Swiss Institute of Bioinformatics, Geneva, Switzerland; 
5Applied Biosystems (Inc), Darmstadt, Germany 
MP 578 Characterization of Protein Expression Changes in 
Liver Microsomes in Response to Drug Treatment 
using iTRAQTM reagents and 2-D LC/MS/MS; Christie 
L  Hunter1; Sally  Webb1; Tina A Settineri1; Wilfred 
Tang1; Neil Kitteringham2; Rosalind  Jenkins2; Stephen  
Pennington3; 1Applied Biosystems, Foster City, CA; 
